
Supplemental Figure S20. Spearman correlation coefficients (R2) of measured non-control insert activity 

with 64 LS-GKM models trained from HepG2 ChIP-Seq data. WT RNA/DNA ratios correlate better with 

annotations than the respective MT values. The left panel highlights the top correlated annotations for WT 

and MT ratios. The right panel highlights annotations with the largest difference in R2 values between MT 

and WT. 
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