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Supplementary Information 1. Elevated [K*]e limits TCR induction of transcriptional programs required for
effector T cell function.

(a-e) Gene set enrichment analysis against the indicated dataset of transcriptional logarithmic ratiometric differences
between primed T cells briefly activated in the presence or absence of elevated [K*]e (Elevated [K*]e stim / Ctrl stim).
Kolmogorov-Smirnov statistic was used to calculate statistical significance. Additional [K*]e equal to 40 mM.
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Supplementary Information 2. TCR dependent dynamic expression of potassium channels and pumps.

Averaged RPKM (Reads per kilobase per megabase) normalized values from three biological replicates of selected
transcripts from FACS purified mouse CD8* T cells in the indicated condition with or without 2 hour TCR stimulation via
anti-CD3/28, additional [K*]e equal to 40mM and being isotonic to RPMI 1640.



