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Figure S2 

Volcano plots showing the log2 fold changes (X – axis) with −log10 (P value) on the Y – axis for time 

point 1 (day 3) (a), time point 2 (day5) (b) and time point 3 (day8) (c). Dashed vertical lines shows log2 

fold change thresholds (>1.5 or <1.5; red dots). Horizontal dashed line shows the boundary line of 

P<0.05.  

MA plots showing overall distribution of differentially expressed genes of B. terrae BS001 (red dots 

P<0.05) at d) time point 1 (day 3), e) time point 2 (day5), and f) time point 3 (day8), in the presence of 

Lyophyllum sp. strain Karsten. Y – axis represent the log2 fold change (strain BS001 alone and strain 

BS001 with Lyophyllum sp. strain Karsten), whereas the X – axis shows mean of normalized reads 

counts for both treatments.  


