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Supplemental Table S4. Significant QTLs from composite interval mapping of transformed

flowering time phenotypes in the ABR6 x Bd21 Fu.s families (T1).

ENV® Ch® c¢M EWT® LOD AEE’ PVE®
2 Bdl 297.6 3.14 750 095 19.2%
2 Bd2 4090 3.14 335 056 6.6%
2 Bd3 932 314 561 082 13.5%
4 Bd3 60.8 320 512 413 169%
5 Bdl 297.6 335 552 8.88 48.0%

®Environment (see Supplemental Table S1)

PChromosome
“Experiment-wide permutation threshold
dAdditive effect estimate for transformed phenotypes

®Percent of phenotypic variance explained



