
armadillo

hedgehog

pig

cow

0.0118 + 0.00170.0118 _

0.0147 + 0.00170.0147 _

horse

cat

dog

0.0115 + 0.00150.0115 _

0.0190 + 0.00180.0190 _

0.0161 + 0.00140.0161 _

0.0085 + 0.00120.0085 _

0.0058 + 0.00120.0058 _

0.0009 + 0.00050.0009 _

0.0376 + 0.00430.0376 _

0.0018 + 0.00090.0018 _

rabbit

rat

mouse

0.0122 + 0.00150.0122 _

0.0111 + 0.00140.0111 _

0.0357 + 0.00370.0357 _

0.0393 + 0.00360.0393 _

mouse lemur

lemur

0.0082 + 0.00090.0082 _

0.0067 + 0.00090.0067 _
vervet

macaque

baboon

0.0012 + 0.00040.0012 _

0.0014 + 0.00040.0014 _

0.0021 + 0.00050.0021 _

0.0009 + 0.00030.0009 _

orangutan

gorilla

chimp

human

0.0008 + 0.00030.0008 _

0.0009 + 0.00030.0009 _

0.0011 + 0.00030.0011 _

0.0003 + 0.00010.0003 _

0.0024 + 0.00050.0024 _

0.0013 + 0.00030.0013 _

0.0041 + 0.00060.0041 _

0.0017 + 0.00040.0017 _

0.0117 + 0.00110.0117 _

0.0151 + 0.00120.0151 _

0.0118 + 0.00220.0118 _

0.0027 + 0.00070.0027 _

0.0040 + 0.00100.0040 _

0.0047 + 0.00090.0047 _

0.0128 + 0.00270.0128 _

0.0117
+0.0029_

0.01

Figure 11.7: Estimated tree based on untranscribed sequence for substitution type TTC→A, CTB→A,
GTN→A. Branch lengths approximate the average expected number of substitutions of this type per perti-
nent site. 95% confidence intervals are indicated.
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