
armadillo

hedgehog

pig

cow

0.0145 + 0.00120.0145 _

0.0163 + 0.00120.0163 _

horse

cat

dog

0.0114 + 0.00100.0114 _

0.0249 + 0.00140.0249 _

0.0176 + 0.00100.0176 _

0.0097 + 0.00090.0097 _

0.0074 + 0.00090.0074 _

0.0007 + 0.00030.0007 _

0.0362 + 0.00290.0362 _

0.0019 + 0.00060.0019 _

rabbit

rat

mouse

0.0165 + 0.00110.0165 _

0.0150 + 0.00110.0150 _

0.0362 + 0.00240.0362 _

0.0424 + 0.00260.0424 _

mouse lemur

lemur

0.0077 + 0.00060.0077 _

0.0075 + 0.00060.0075 _
vervet

macaque

baboon

0.0011 + 0.00020.0011 _

0.0012 + 0.00020.0012 _

0.0016 + 0.00020.0016 _

0.0007 + 0.00020.0007 _

orangutan

gorilla

chimp

human

0.0008 + 0.00020.0008 _

0.0008 + 0.00010.0008 _

0.0009 + 0.00010.0009 _

0.0002 + 0.00010.0002 _

0.0018 + 0.00020.0018 _

0.0010 + 0.00020.0010 _

0.0034 + 0.00040.0034 _

0.0014 + 0.00020.0014 _

0.0126 + 0.00080.0126 _

0.0141 + 0.00080.0141 _

0.0129 + 0.00160.0129 _

0.0030 + 0.00050.0030 _

0.0046 + 0.00080.0046 _

0.0044 + 0.00060.0044 _

0.0174 + 0.00240.0174 _

0.0110
+0.0025_

0.01

Figure 11.8: Estimated tree based on untranscribed sequence for substitution type TTG→G, MTN→G,
GTD→G. Branch lengths approximate the average expected number of substitutions of this type per perti-
nent site. 95% confidence intervals are indicated.
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