
armadillo

hedgehog

pig

cow

0.1236 + 0.00910.1236 _

0.1216 + 0.01310.1216 _

horse

cat

dog

0.0794 + 0.00910.0794 _

0.0812 + 0.00780.0812 _

0.0765 + 0.00730.0765 _

0.0530 + 0.00850.0530 _

0.0362 + 0.00810.0362 _

0.0027 + 0.00310.0027 _

0.2593 + 0.01770.2593 _

0.0059 + 0.00630.0059 _

rabbit

rat

mouse

0.0518 + 0.00620.0518 _

0.0514 + 0.00720.0514 _

0.1168 + 0.02470.1168 _

0.1684 + 0.01280.1684 _

mouse lemur

lemur

0.0505 + 0.00430.0505 _

0.0388 + 0.00440.0388 _
vervet

macaque

baboon

0.0055 + 0.00140.0055 _

0.0069 + 0.00150.0069 _

0.0122 + 0.00200.0122 _

0.0048 + 0.00140.0048 _

orangutan

gorilla

chimp

human

0.0043 + 0.00110.0043 _

0.0050 + 0.00100.0050 _

0.0063 + 0.00120.0063 _

0.0010 + 0.00060.0010 _

0.0157 + 0.00220.0157 _

0.0085 + 0.00160.0085 _

0.0228 + 0.00310.0228 _

0.0104 + 0.00230.0104 _

0.0622 + 0.00550.0622 _

0.0767 + 0.00640.0767 _

0.0721 + 0.02330.0721 _

0.0145 + 0.00520.0145 _

0.0233 + 0.00690.0233 _

0.0220 + 0.00720.0220 _

0.1439 + 0.03600.1439 _

0.0374
+0.0238_

0.05

Figure 11.9: Estimated tree based on untranscribed sequence for substitution type ACA→T. Branch lengths
approximate the average expected number of substitutions of this type per ACA site. 95% confidence
intervals are indicated.
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