
armadillo

hedgehog

pig

cow

0.0936 + 0.00360.0936 _

0.0984 + 0.00340.0984 _

horse

cat

dog

0.0618 + 0.00280.0618 _

0.0606 + 0.00250.0606 _

0.0657 + 0.00230.0657 _

0.0476 + 0.00220.0476 _

0.0335 + 0.00220.0335 _

0.0030 + 0.00100.0030 _

0.2593 + 0.00820.2593 _

0.0062 + 0.00170.0062 _

rabbit

rat

mouse

0.0523 + 0.00270.0523 _

0.0490 + 0.00260.0490 _

0.1183 + 0.00550.1183 _

0.1741 + 0.00590.1741 _

mouse lemur

lemur

0.0377 + 0.00150.0377 _

0.0260 + 0.00140.0260 _
vervet

macaque

baboon

0.0048 + 0.00060.0048 _

0.0053 + 0.00060.0053 _

0.0088 + 0.00070.0088 _

0.0030 + 0.00040.0030 _

orangutan

gorilla

chimp

human

0.0036 + 0.00040.0036 _

0.0041 + 0.00040.0041 _

0.0049 + 0.00050.0049 _

0.0008 + 0.00020.0008 _

0.0112 + 0.00090.0112 _

0.0060 + 0.00060.0060 _

0.0165 + 0.00100.0165 _

0.0086 + 0.00070.0086 _

0.0490 + 0.00180.0490 _

0.0718 + 0.00200.0718 _

0.0455 + 0.00440.0455 _

0.0146 + 0.00150.0146 _

0.0204 + 0.00220.0204 _

0.0191 + 0.00180.0191 _

0.1206 + 0.00560.1206 _

0.0475
+0.0054_

0.05

Figure 11.10: Estimated tree based on untranscribed sequence for substitution type BCH→T, ACY→T.
Branch lengths approximate the average expected number of substitutions of this type per pertinent site.
95% confidence intervals are indicated.
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