
armadillo

hedgehog

pig

cow

0.8185 + 0.06320.8185 _

0.7643 + 0.05630.7643 _

horse

cat

dog

0.6199 + 0.05260.6199 _

0.5043 + 0.07000.5043 _

0.5980 + 0.03110.5980 _

0.2729 + 0.09890.2729 _

0.1972 + 0.04820.1972 _

0.0202 + 0.04190.0202 _

1.2428 + 0.12251.2428 _

0.0532 + 0.03440.0532 _

rabbit

rat

mouse

0.4288 + 0.03090.4288 _

0.4805 + 0.04530.4805 _

1.0125 + 0.05261.0125 _

1.0829 + 0.20141.0829 _

mouse lemur

lemur

0.4172 + 0.01960.4172 _

0.2901 + 0.01970.2901 _
vervet

macaque

baboon

0.0514 + 0.00740.0514 _

0.0544 + 0.00770.0544 _

0.0953 + 0.01020.0953 _

0.0332 + 0.00740.0332 _

orangutan

gorilla

chimp

human

0.0592 + 0.00710.0592 _

0.0562 + 0.00670.0562 _

0.0697 + 0.00770.0697 _

0.0102 + 0.00430.0102 _

0.1329 + 0.01290.1329 _

0.0833 + 0.00970.0833 _

0.1914 + 0.01670.1914 _

0.1234 + 0.01650.1234 _

0.4050 + 0.02560.4050 _

0.5753 + 0.04670.5753 _

0.0465 + 0.04770.0465 _

0.0894 + 0.02960.0894 _

0.1772 + 0.03180.1772 _

0.1427 + 0.02780.1427 _

0.9596 + 0.06590.9596 _

0.2082
+0.0653_

0.2

Figure 11.11: Estimated tree based on untranscribed sequence for substitution type NCG→T. Branch lengths
approximate the average expected number of substitutions of this type per NCG site. 95% confidence
intervals are indicated.
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