
Figure 10: Comparison of context-dependent substitution rates in untranscribed regions between clades.
Each point represents the rates in the two clades for a particular substitution wxy→z. Rates were normalized
such that within a clade the average rate, weighted by the observed frequency of the trinucleotides wxy, is
1. Horizontal and vertical bars indicate 95% confidence intervals. The color scheme reflects a grouping of
substitutions into 14 types that explain much of the difference among clades (see Table 1).
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