
armadillo

hedgehog

pig

cow

0.0407 + 0.00530.0407 _

0.0388 + 0.00500.0388 _

horse

cat

dog

0.0294 + 0.00490.0294 _

0.0524 + 0.00580.0524 _

0.0362 + 0.00430.0362 _

0.0210 + 0.00380.0210 _

0.0114 + 0.00350.0114 _

0.0013 + 0.00170.0013 _

0.0890 + 0.01200.0890 _

0.0019 + 0.00290.0019 _

rabbit

rat

mouse

0.0336 + 0.00500.0336 _

0.0241 + 0.00430.0241 _

0.0804 + 0.01130.0804 _

0.1026 + 0.01230.1026 _

mouse lemur

lemur

0.0149 + 0.00230.0149 _

0.0156 + 0.00260.0156 _
vervet

macaque

baboon

0.0020 + 0.00080.0020 _

0.0019 + 0.00080.0019 _

0.0042 + 0.00110.0042 _

0.0015 + 0.00070.0015 _

orangutan

gorilla

chimp

human

0.0020 + 0.00070.0020 _

0.0020 + 0.00060.0020 _

0.0025 + 0.00070.0025 _

0.0008 + 0.00040.0008 _

0.0053 + 0.00120.0053 _

0.0022 + 0.00080.0022 _

0.0068 + 0.00150.0068 _

0.0023 + 0.00110.0023 _

0.0270 + 0.00330.0270 _

0.0335 + 0.00380.0335 _

0.0272 + 0.00820.0272 _

0.0061 + 0.00240.0061 _

0.0089 + 0.00430.0089 _

0.0086 + 0.00340.0086 _

0.0276 + 0.00960.0276 _

0.0201
+0.0098_

0.02

Figure 11.1: Estimated tree based on untranscribed sequence for substitution type CTT→C. Branch lengths
approximate the average expected number of substitutions of this event per CTT site. 95% confidence
intervals are indicated.
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