
armadillo

hedgehog

pig

cow

0.0314 + 0.00300.0314 _

0.0384 + 0.00310.0384 _

horse

cat

dog

0.0275 + 0.00270.0275 _

0.0458 + 0.00310.0458 _

0.0317 + 0.00230.0317 _

0.0191 + 0.00220.0191 _

0.0151 + 0.00220.0151 _

0.0022 + 0.00100.0022 _

0.0920 + 0.00740.0920 _

0.0045 + 0.00150.0045 _

rabbit

rat

mouse

0.0381 + 0.00310.0381 _

0.0324 + 0.00280.0324 _

0.0798 + 0.00660.0798 _

0.1060 + 0.00660.1060 _

mouse lemur

lemur

0.0165 + 0.00150.0165 _

0.0135 + 0.00150.0135 _
vervet

macaque

baboon

0.0017 + 0.00050.0017 _

0.0021 + 0.00050.0021 _

0.0037 + 0.00070.0037 _

0.0014 + 0.00050.0014 _

orangutan

gorilla

chimp

human

0.0018 + 0.00040.0018 _

0.0017 + 0.00040.0017 _

0.0025 + 0.00050.0025 _

0.0006 + 0.00020.0006 _

0.0055 + 0.00080.0055 _

0.0025 + 0.00050.0025 _

0.0073 + 0.00100.0073 _

0.0035 + 0.00070.0035 _

0.0247 + 0.00190.0247 _

0.0290 + 0.00190.0290 _

0.0248 + 0.00500.0248 _

0.0051 + 0.00140.0051 _

0.0098 + 0.00210.0098 _

0.0086 + 0.00170.0086 _

0.0404 + 0.00470.0404 _

0.0270
+0.0046_

0.02

Figure 11.2: Estimated tree based on untranscribed sequence for substitution type TTY→C, GTT→C.
Branch lengths approximate the average expected number of substitutions of this type per pertinent site.
95% confidence intervals are indicated.

10


