
armadillo

hedgehog

pig

cow

0.0466 + 0.00290.0466 _

0.0507 + 0.00290.0507 _

horse

cat

dog

0.0359 + 0.00250.0359 _

0.0594 + 0.00280.0594 _

0.0471 + 0.00220.0471 _

0.0275 + 0.00220.0275 _

0.0187 + 0.00210.0187 _

0.0028 + 0.00100.0028 _

0.1176 + 0.00660.1176 _

0.0059 + 0.00170.0059 _

rabbit

rat

mouse

0.0461 + 0.00280.0461 _

0.0401 + 0.00270.0401 _

0.0986 + 0.00560.0986 _

0.1310 + 0.00660.1310 _

mouse lemur

lemur

0.0220 + 0.00130.0220 _

0.0210 + 0.00140.0210 _
vervet

macaque

baboon

0.0035 + 0.00050.0035 _

0.0034 + 0.00050.0034 _

0.0056 + 0.00060.0056 _

0.0022 + 0.00040.0022 _

orangutan

gorilla

chimp

human

0.0034 + 0.00050.0034 _

0.0030 + 0.00040.0030 _

0.0040 + 0.00050.0040 _

0.0008 + 0.00020.0008 _

0.0080 + 0.00080.0080 _

0.0040 + 0.00050.0040 _

0.0115 + 0.00100.0115 _

0.0053 + 0.00070.0053 _

0.0352 + 0.00180.0352 _

0.0398 + 0.00170.0398 _

0.0292 + 0.00440.0292 _

0.0066 + 0.00120.0066 _

0.0105 + 0.00190.0105 _

0.0101 + 0.00160.0101 _

0.0533 + 0.00560.0533 _

0.0263
+0.0050_

0.02

Figure 11.3: Estimated tree based on untranscribed sequence for substitution type TTR→C, STM→C,
ATY→C. Branch lengths approximate the average expected number of substitutions of this type per pertinent
site. 95% confidence intervals are indicated.
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