
armadillo

hedgehog

pig

cow

0.0529 + 0.00400.0529 _

0.0562 + 0.00410.0562 _

horse

cat

dog

0.0396 + 0.00390.0396 _

0.0790 + 0.00510.0790 _

0.0731 + 0.00380.0731 _

0.0298 + 0.00500.0298 _

0.0241 + 0.00340.0241 _

0.0024 + 0.00230.0024 _

0.0984 + 0.00780.0984 _

0.0027 + 0.00260.0027 _

rabbit

rat

mouse

0.0505 + 0.00550.0505 _

0.0399 + 0.00330.0399 _

0.1053 + 0.01110.1053 _

0.1259 + 0.00780.1259 _

mouse lemur

lemur

0.0284 + 0.00220.0284 _

0.0283 + 0.00220.0283 _
vervet

macaque

baboon

0.0043 + 0.00070.0043 _

0.0050 + 0.00070.0050 _

0.0090 + 0.00090.0090 _

0.0037 + 0.00080.0037 _

orangutan

gorilla

chimp

human

0.0043 + 0.00060.0043 _

0.0039 + 0.00050.0039 _

0.0064 + 0.00060.0064 _

0.0011 + 0.00040.0011 _

0.0127 + 0.00110.0127 _

0.0061 + 0.00080.0061 _

0.0158 + 0.00150.0158 _

0.0067 + 0.00120.0067 _

0.0455 + 0.00410.0455 _

0.0479 + 0.00330.0479 _

0.0434 + 0.00920.0434 _

0.0086 + 0.00320.0086 _

0.0130 + 0.00360.0130 _

0.0091 + 0.00400.0091 _

0.0658 + 0.01420.0658 _

0.0201
+0.0156_

0.02

Figure 11.4: Estimated tree based on untranscribed sequence for substitution type ATA→C, VTG→C.
Branch lengths approximate the average expected number of substitutions of this type per pertinent site.
95% confidence intervals are indicated.
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