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chr1 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 4 segments
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chr2 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 4 segments
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chr3 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 3 segments
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chrd segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 5 segments
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chr5 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 12 segments
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chré segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 15 segments
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chr7 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 5 segments
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chr8 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 7 segments
3.0
25

25
30 10E06 20E06 30E06 40E06 50E06 60E06 70E06 80E06 90E06 10E07 11E07 12E07 13E07 14E07
Genome Position
chr9 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 5 segments
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chr10 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 9 segments
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chr11 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 5 segments
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chr12 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 25 segments
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chr13 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 11 segments
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chr14 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 7 segments
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chr15 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 1 segment
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chr16 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 10 segments
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chr17 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 21 segments
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chr18 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 8 segments
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chr19 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 7 segments
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chr20 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 3 segments
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chr21 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 3 segments
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chr22 segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 5 segments
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chrX segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 6 segments
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chrY segmentation for 529564A02_2012-12-19_532 vs. 529564A02_2012-12-19_635 (529564A02_2012-12-19_unavg) - 1 segment
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