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Fig. S3 Schematic diagrams of the P3s5:GUS and Pawacs:GUS constructs. RB, right border; LB, left border; Pass,
Cauliflower mosaic virus (CaMV) 35S promoter; Papacs, AtBAG6 gene promoter; Hyg, hygromycin phosphotransferase
coding region; GUSPIus-6His, p-glucuronidase gene fused to six histidine codons; CAT intron, catalase gene intron; Ty,
nopaline synthase terminator. The insertion position of the Pagacs in the vector is indicated by the restriction enzyme sites,

BamHI/Ndel and BamHI/Bglll. - See more in the Materials and Methods part.





