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The a3 isoform of subunit a of the vacuolar ATPase localizes
to the plasma membrane of invasive breast tumor cells and is
overexpressed in human breast cancer

Human | Human | Human | Human
al a2 a3 a4
M"'f‘ 9591 | 5405 | 4803 | 6265
a Mouse a3 651 GTPLYLLRQHRHRRNTQRRPAGQQDEDTDKLLASPDASTLENSWSPDEEK 700
A N R R A N A e e A e |
Mouse Human a3 650 GTPLHLL--HRHRRRLRRRPADRQEENKAGLLDLPDASV--NGWSSDEEK 695
% | 5373 | 9159 | 5268 | 524
Mouse a3 701 AGSPGD-EETEFVPSEIFMHQAIHTIEFCLGCISNTASYLRLWALSLAHA 749
[Lewel LLele Bz LDEEREEDELTELe LV EEETEETEETETT ]
M:l;se 4806 | 5298 | 8444 | 4842 Human a3 696 AGGLDDEEEAELVPSEVLMHQATHTIEFCLGCVSNTASYLRLWALSLAHA 745
M:‘z“ 6196 | 5278 | 4765 | 86.07
al FGYLVILIFYKWTAYDAHTSENAPSLLIHF INMFLFSYPESGYSMLYSGQKGIQCFLVVV 642
a2 FGYLIFMIFYKWLVFSAETSRVAPSILIEFINMFLFP--ASKTSGLYTGQEYVQRVLLVV 655
a3 FGYLVFLVIYKWLCVWAARAASAPSILIHF INMFLFSHSP~SNRLLYPRQEVVQATLVVL 639
a4 FGYLVFMIIFKWCCFDVHVSQHAPSILIHF INMFLFNYSDSSNAPLYKHQQEVQSFFVVM 646
!tlt::::::t' i H Khkk gk kkkkkkk *x *g 3x LR}
al ALLCVPWMLLFKPLVLRRQYLRRKHLGTLNFGGIRVGNGPTEE-—---DAEI-IQHDQLS 696
a2 TALSVPVLFLGKPLFLLWLHNGRSCFGVNRSGYTLIRKDSEEEVSLLGSQDI~~~~-EEGN 711
a3 ALAMVPILLLGTPLHLLERHRRRLRRRPA-——————— DRQEENKAGLLDLPDASVNGHSS 691
a4 ALISVPWMLLIKPFILRASHRKSQLQA-~-~--~-SRIQEDATENIEGDSSSPS~-SRSGQRT 699
: *k gk W3 * : . *3 . .
al T-HSEDADEPSEDEVFDFGDTMVHQATIHTIEYCLGCISNTASYLRLWALSLAHAQLSEVL 755
a2 H-QVEDGCREMACEEFNFGEILMTQVIHESIEYCLGCISNTASYLRLWALSLAHAQLSDVL 770
a3 DEEKAGGLDDEEEAELVPSEVLMHQATHTIEFCLGCVSNTASYLRLWALSLAHAQLSEVL 751
a4 S-ADTHGALDDHGEEFNFGDVFVHQAIHETIEYCLGCISNTASYLRLWALSLAHAQLSEVL 758
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Supplementary Figure S1: Sequence comparison of human and mouse V-ATPase a subunit isoforms. A. Percent identity
between the mouse and human protein sequences for subunit a isoforms al-a4 were determined using Clustal Omega multi-sequence
alignment [37—-39]. B. Mouse and human a3 protein sequences were aligned using the EMBOSS Water pairwise alignment [39]. Region
displayed contains the mouse sequence against which the chicken monolconal antibody was prepared (highlighted in grey). The region
highlighted in yellow indicates the corresponding human sequence. Straight lines (| ) indicate identical residues. Colons ( : ) indicate
strongly conserved residues. Periods ( .) indicate weakly conserved residues [37—39]. C. Human protein sequences for al-a4 were aligned
using Clustal Omega multi-sequence alignment. The region highlighted in yellow indicates the corresponding human sequence to which
the antibody was prepared. Asterisks ( * ) indicate identical residues. Colons ( : ) indicate strongly conserved residues. Periods ( . ) indicate
weakly conserved residues [37—39].



