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Transcriptome sequencing of neurologic diseases associated 
genes in HHV-6A infected human astrocyte

SUPPLEMENTARY FIGURES AND TABLES

Supplementary Figure S1: The disease classes of 66 significant differentially expressed genes were analyzed by DAVID 
functional annotation chart tool.
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Supplementary Figure S2: The verification of differentially expressed genes in HA1800-HHV6A GS cells. A. Real-time 
PCR assay for upregulated genes at 24 hours in HA1800-HHV6A GS cells compared to control cells. All data represent mean ± s.e.m. *P 
< 0.05. (n=4) B. Real-time PCR assay for upregulated genes at 72 hours in HA1800-HHV6A GS cells compared to control cells. All data 
represent mean ± s.e.m. *P < 0.05. (n=4) C. Western blot assay for CTSS, Mx1, and BIRC3 genes at 72 hours in HA1800-HHV6A GS cells 
compared to control cells. All data represent mean ± s.e.m. *P < 0.05. (n=3).
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Supplementary Figure S3: The differentially expressed genes (249 genes of FDR < 0.1) exhibiting a positive correlation 
with viral infection by STRING (http://string.embl.de/).
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Supplementary Table S1: List of differentially expressed genes (16430 genes, and 249 genes of FDR < 0.1) between 
libraries.

See Supplementary File 1

Supplementary Table S2: List of 66 significant differentially expressed genes with FDR < 0.1 (HA1800-control 
expression > -1 and HA1800-HHV6-GS expression > 0) between libraries.

See Supplementary File 2

Supplementary Table S3: List of differentially expressed genes enriched GO terms for molecular functions.

See Supplementary File 3

Supplementary Table S4: List of differentially expressed genes enriched GO terms for cellular components.

See Supplementary File 4

Supplementary Table S5: List of differentially expressed genes enriched GO terms for biological processes.

See Supplementary File 5

Supplementary Table S6: List of differentially expressed genes enriched GO terms for pathway analysis.

See Supplementary File 6
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Supplementary Table S7: List of the primers for real-time PCR

Gene symbols Primers(5’-3’)

CTSS F: TGACAACGGCTTTCCAGTACA
R: GGCAGCACGATATTTTGAGTCAT

PTX3 F: CATCTCCTTGCGATTCTGTTTTG
R: CCATTCCGAGTGCTCCTGA

CHI3L1 F: GTGAAGGCGTCTCAAACAGG
R: GAAGCGGTCAAGGGCATCT

Mx1 F: GTTTCCGAAGTGGACATCGCA
R: CTGCACAGGTTGTTCTCAGC

CXCL16 F: CCCGCCATCGGTTCAGTTC
R: CCCCGAGTAAGCATGTCCAC

BIRC3 F: TTTCCGTGGCTCTTATTCAAACT
R: GCACAGTGGTAGGAACTTCTCAT

BST2 F: CACACTGTGATGGCCCTAATG
R: GTCCGCGATTCTCACGCTT

GAPDH F: ACAACTTTGGTATCGTGGAAGG
R: GCCATCACGCCACAGTTTC


