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Fig. S1 Treatments time scheme. (A) In Experiment 1 the effects of drought and 

herbivory by P. rapae  caterpillars either as single treatment or preceded by drought 

stress or B. cinerea infestation were evaluated. Blue indicates that the plants were 

growing without stress. Drought stress is indicated in red. Time of inoculation of B. 

cinerea is indicated in purple. Time of infestation with P. rapae is indicated in dark 

green. Measurement time is indicated in black. (B) In Experiment 2 the effect of 

herbivory by P. xylostella caterpillars was evaluated. Blue indicates that the plants 

were growing without stress. Time of infestation with P. xylostella is indicated in light 

green. Measurement time is indicated in black.  

 

 

 

 

 

 

 

 

 



 

 

 

Fig. S2 Allele effects of significant SNPs associated with Arabidopsis thaliana 

rosette fresh weight reduction in response to drought. Chromosome and SNP 

position are indicated. Number of accessions having the Col-0 allele or another allele 

are indicated in above the boxes. Y-axis represents the percentage of biomass 

reduction compared to the control situation. Box plots represent median value (thick 

line), the first plus third quartiles (box), and the whiskers represent the lowest and 

highest values; the circles represent outliers. 

 

 

 



 

 

 

Fig. S3 Allele effects of significant SNPs associated with Arabidopsis thaliana 

rosette fresh weight reduction in response to P. rapae. Chromosome and SNP 

position are indicated. Number of accessions having the Col-0 allele or another allele 

(Other) are indicated above the boxes. Y-axis represents the percentage of biomass 

reduction compared to the control situation. Box plots represent median value (thick 

line), the first plus third quartiles (box), and the whiskers represent the lowest and 

highest values; the circles represent outliers. 

 

 

 



 

 

 

Fig. S4 Allele effects of significant SNPs associated with Arabidopsis thaliana 

rosette fresh weight reduction in response to P. xylostella. Chromosome and 

SNP position are indicated. Number of accessions having the Col-0 allele or another 

allele (Other) are indicated above the boxes. Y-axis represents the percentage of 

biomass reduction with respect to the control situation. Box plots represent median 

value (thick line), the first plus third quartiles (box), and the whiskers represent the 

lowest and highest values; the circles represent outliers. 

 



 

 

 

Fig. S5 Allele effects of significant SNPs associated with Arabidopsis thaliana 

rosette fresh weight reduction in response to drought and P. rapae. 

Chromosome and SNP position are indicated. Number of accessions having the Col-

0 allele or another allele (Other) are indicated above the boxes. Y-axis represents the 

percentage of biomass reduction with respect to the control situation. Box plots 

represent median value (thick line), the first plus third quartiles (box), and the 

whiskers represent the lowest and highest values; the circles represent outliers. 

  

 

 



 

 

Fig. S6 Allele effects of significant SNPs associated with Arabidopsis thaliana 

rosette fresh weight reduction in response to B. cinerea and P. rapae. 

Chromosome and SNP position are indicated. Number of accessions having the Col-

0 allele or another allele (Other) are indicated above the boxes. Y-axis represents the 

percentage of biomass reduction with respect to the control situation. Box plots 

represent median value (thick line), the first plus third quartiles (box), and the 

whiskers represent the lowest and highest values; the circles represent outliers. 

 

 


