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Figure S1. Western blotting using antibodies against BiP (endoplasmic reticulum marker), hsp70 (cytoplasmic

marker) and MgCoA (mitochondrial marker) using whole cell extracts (WCE) or chromatin extracts of

epimastigotes (E) and trypomastigotes (T) obtained from protocols 1, 2 and 3.
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Figure S2. Venn diagram showing the number of proteins found in each non- chromatin enrichment protocol.
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Figure S3. Scatter plot of iBAQ values of chromatin-associated proteins from protocol 1, 2 and 3. Categories from GO predicted 

function were highlighted: translation (yellow), nucleosome assembly (red), microtubule-based moviment (green), DNA and RNA 

binding/regulation of replication/transcription/mitosis (black), oxidation-reduction process (light blue), protein folding (dark blue), 

metabolic process/carbohydrate (pink), hypotheticals (open circle). 



Figure S4. A. SDS-PAGE analysis of chromatin-extracts (protocols 1 and 3) from 1x107 epimastigotes (E) and trypomastigotes (T).

At right of each gel, the remaining pellets from each extraction that were solubilized with Coomassie sample buffer. Small letters

indicate bands that were excised and analysed by LC-MS/MS. B. MASCOT identification from excised bands on A. C. Comparison

of protein amount (in µg) obtained after RIPA (WCE) or chromatin extraction (according to protocols 1, 2 and 3) from 108

epimastigotes or trypomastigotes.
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Product Description

ID
Mascot 
SCORE

MW
(Da) coverage

a paraflagellar rod TcCLB.509617.20 3152 69076 65%

b tubulin beta TcCLB.506563.40 3638 50352 46%

tubulin alpha TcCLB.411235.9 2957 50395 51%

c dehydrogenase TcCLB.506943.50 958 39236 47%

hypothetical protein TcCLB.503971.50 613 43072 49%

fructose-biphosphate aldolase TcCLB.504163.40 568 41207 36%
d hypothetical protein TcCLB.506485.100 294 23413 47%

leucine-richh protein TcCLB.422189.20 211 26926 26%

adenylate kinase TcCLB.503479.30 210 29437 28%

enoyl-CoA hydratase TcCLB.508185.10 176 29027 32%

e kinetoplast-membrane protein TcCLB.510755.89 177 10876 41%
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Figure S5. (A) Electropherograms of nucleosomal DNA content of epimastigotes and trypomastigotes after MNAse digestion. The 

data shown are representative of three experiments. Asterisks indicate undigested nucleossomal DNA. (B) DNA after MNAse

digestion were quantified and normalized by cell number.



Figure S6. Scatter plots of LFQ intensities (in log) of all identified proteins in chromatin-enriched extracts from epimastigotes (epi) and

trypomastigotes (trypo) using three biological replicates obtained by protocol 2. The Pearson coefficient (r) is indicated above each

comparison. The graphics outlined in blue represent replicates of epimastigotes and graphics outlined in red represent replicates of

trypomastigotes. Pearson correlation between biological replicates of the same parasite life form indicates high reproducibility.
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LFQ epi 2 LFQ epi 1 LFQ epi 3 LFQ trypo 3 LFQ trypo 1 LFQ trypo 2
TcCLB.506543.100 - hypothetical protein
TcCLB.508547.160 - hypothetical protein

TcCLB.408437.20 - hypothetical protein
TcCLB.510901.40 - hypothetical protein

TcCLB.509875.120 - trans-sialidase, putative
TcCLB.510171.10 - trans-sialidase, putative

TcCLB.507625.120 - hypothetical protein
TcCLB.506337.90 - surface antigen TASV

TcCLB.503601.10 - trans-sialidase, putative
TcCLB.509599.50 - hypothetical protein
TcCLB.504163.60 - hypothetical protein

TcCLB.510525.100 - histone H2A
TcCLB.511635.10 - histone H2B

TcCLB.506885.200 - hypothetical protein
TcCLB.508973.50 - ATP-dependent DEAD/H RNA helicase

TcCLB.504277.30 - hypothetical protein
TcCLB.511323.40 - histone H2A

TcCLB.503479.30 - adenylate kinase
TcCLB.506859.180 - hypothetical protein

TcCLB.506683.240 - trans-sialidase, putative
TcCLB.504431.64 - high mobility group protein

TcCLB.508739.60 - histone H4
TcCLB.505363.10 - trans-sialidase, putative

TcCLB.506559.559 - antigenic protein
TcCLB.503751.30 - hypothetical protein

TcCLB.506625.120 - hypothetical protein
TcCLB.508961.70 - hypothetical protein

TcCLB.509471.59 - histone H3
TcCLB.506943.50 - glyceraldehyde 3-phosphate dehydrogenase

TcCLB.507483.30 - calmodulin
TcCLB.508489.30 - hypothetical protein
TcCLB.508719.30 - hypothetical protein

TcCLB.506455.30 - trans-sialidase, putative
TcCLB.506625.100 - hypothetical protein
TcCLB.510241.124 - hypothetical protein

TcCLB.506563.40 - beta tubulin (pseudogene)
TcCLB.411235.9 - alpha tubulin

TcCLB.504157.130 - surface protein TolT
TcCLB.506755.20 - paraflagellar rod component

TcCLB.507963.10 - hypothetical protein
TcCLB.507941.120 - hypothetical protein

TcCLB.509391.10 - flagellar calcium-binding protein
TcCLB.508777.50 - hypothetical protein
TcCLB.510859.30 - hypothetical protein
TcCLB.504423.15 - hypothetical protein

TcCLB.509631.140 - hypothetical protein
TcCLB.508073.10 - surface protease GP63

TcCLB.509243.30 - hypothetical protein
TcCLB.511311.30 - trans-sialidase, putative
TcCLB.503759.10 - trans-sialidase, putative

TcCLB.506779.150 - histone H2B variant
TcCLB.503755.60 - surface protease GP63 (pseudogene)

TcCLB.511805.20 - Trichohyalin, putative
TcCLB.510163.60 - trans-sialidase, putative

TcCLB.504277.20 - hypothetical protein
TcCLB.406115.10 - unspecified product

TcCLB.505231.20 - trans-sialidase, putative
TcCLB.510433.20 - surface protein TolT
TcCLB.505573.10 - unspecified product

TcCLB.511633.79 - microtubule-associated protein
TcCLB.510403.30 - trans-sialidase, putative

TcCLB.508767.20 - surface protein TolT
TcCLB.506513.180 - hypothetical protein

TcCLB.507093.300 - hypothetical protein SCD6.10
TcCLB.511435.40 - hypothetical protein

TcCLB.508321.21 - histone H2A
TcCLB.504117.50 - hypothetical protein

TcCLB.507993.120 - calcium-dependent lipid binding protein
TcCLB.504101.50 - trans-sialidase, putative
TcCLB.507839.40 - trans-sialidase, putative

TcCLB.506201.30 - serine/threonine-protein phosphatase PP1
TcCLB.503957.10 - trans-sialidase, putative

TcCLB.508767.10 - surface protein TolT
TcCLB.509549.10 - trans-sialidase, putative

TcCLB.511153.40 - surface protease GP63
TcCLB.504137.70 - hypothetical protein

TcCLB.507427.10 - trans-sialidase, putative
TcCLB.506825.170 - lanosterol synthase

TcCLB.507275.61 - surface antigen TASV-A1
TcCLB.506825.160 - hypothetical protein

TcCLB.507511.50 - hypothetical protein
TcCLB.508153.150 - hypothetical protein

TcCLB.506221.70 - hypothetical protein
TcCLB.510187.394 - hypothetical protein

TcCLB.505699.10 - trans-sialidase, putative
TcCLB.455171.9 - trans-sialidase, putative

TcCLB.510435.10 - hypothetical protein
TcCLB.506503.69 - glycosomal malate dehydrogenase

TcCLB.504431.100 - guanine deaminase
TcCLB.504949.14 - 60S ribosomal protein L6

TcCLB.507083.30 - apurinic/apyrimidinic endonuclease
TcCLB.510025.50 - trans-sialidase, putative

TcCLB.483623.10 - hypothetical protein
TcCLB.506635.130 - hypothetical protein

TcCLB.506289.210 - surface protease GP63
TcCLB.506757.60 - trans-sialidase, putative
TcCLB.508717.60 - trans-sialidase, putative

TcCLB.503745.30 - ascorbate-dependent peroxidase
TcCLB.509495.30 - trans-sialidase, putative
TcCLB.510377.10 - trans-sialidase, putative

TcCLB.504105.130 - calcium channel protein
TcCLB.506963.14 - ribosomal protein S27

TcCLB.504835.29 - hypothetical protein
TcCLB.504203.50 - hypothetical protein

TcCLB.509187.10 - trans-sialidase, putative
TcCLB.511871.90 - hypothetical protein

TcCLB.506025.14 - ribosomal protein S29
TcCLB.506563.70 - calpain-like cysteine peptidase

TcCLB.506921.20 - hypothetical protein
TcCLB.511441.10 - calpain cysteine peptidase

TcCLB.505807.60 - hypothetical protein
TcCLB.506959.30 - ATP-dependent DEAD/H RNA helicase

TcCLB.509099.30 - paraflagellar rod protein
TcCLB.507747.10 - surface protease GP63

TcCLB.511725.180 - dynein, putative
TcCLB.506211.220 - protein kinase

TcCLB.506839.30 - hypothetical protein
TcCLB.510295.50 - protein kinase

TcCLB.508611.30 - surface protease GP63
TcCLB.504411.10 - hypothetical protein

TcCLB.508541.230 - casein kinase (pseudogene)
TcCLB.511733.90 - hypothetical protein

TcCLB.508461.142 - hypothetical protein
TcCLB.506485.70 - hypothetical protein
TcCLB.508443.60 - hypothetical protein
TcCLB.508727.50 - hypothetical protein
TcCLB.510747.34 - hypothetical protein

TcCLB.511529.80 - kinetoplast-associated protein 3
TcCLB.508387.30 - hypothetical protein

TcCLB.506485.100 - hypothetical protein
TcCLB.453917.9 - hypothetical protein

TcCLB.506885.260 - hypothetical protein
TcCLB.504153.30 - hypothetical protein
TcCLB.506673.30 - hypothetical protein

TcCLB.507993.150 - hypothetical protein
TcCLB.510303.70 - hypothetical protein

TcCLB.507873.60 - 1,2-Dihydroxy-3-keto-5-methylthiopentene dioxygenase
TcCLB.510187.530 - hypothetical protein

TcCLB.509791.120 - kinetoplast DNA-associated protein
TcCLB.507143.20 - hypothetical protein

TcCLB.506559.550 - hypothetical protein
TcCLB.449247.10 - hypothetical protein

TcCLB.510215.10 - NADH-dependent fumarate reductase
TcCLB.510719.120 - hypothetical protein

TcCLB.507941.150 - histone H4
TcCLB.510877.55 - acyl-CoA binding protein

TcCLB.507521.60 - hypothetical protein
TcCLB.511127.90 - hypothetical protein
TcCLB.507389.10 - hypothetical protein
TcCLB.510409.50 - hypothetical protein

TcCLB.503539.30 - GTP-binding nuclear protein rtb2
TcCLB.510797.30 - hypothetical protein

TcCLB.508831.150 - hypothetical protein
TcCLB.510087.80 - hypothetical protein

TcCLB.511421.100 - hypothetical protein
TcCLB.506925.20 - hypothetical protein
TcCLB.510513.40 - hypothetical protein

TcCLB.511283.180 - hypothetical protein
TcCLB.508719.70 - hypothetical protein

TcCLB.510319.9 - hypothetical protein
TcCLB.508719.60 - kinetoplast-associated protein 4

TcCLB.507105.50 - hypothetical protein
TcCLB.509651.10 - hypothetical protein
TcCLB.503971.50 - hypothetical protein

TcCLB.510755.89 - kinetoplastid membrane protein KMP-11
TcCLB.506317.10 - hypothetical protein
TcCLB.503639.20 - hypothetical protein
TcCLB.503479.70 - hypothetical protein
TcCLB.504001.20 - hypothetical protein
TcCLB.511285.40 - hypothetical protein

TcCLB.509793.30 - kinetoplast DNA-associated protein
TcCLB.508213.40 - hypothetical protein

TcCLB.506359.80 - dynein light chain
TcCLB.509837.10 - hypothetical protein
TcCLB.506405.80 - hypothetical protein

TcCLB.511309.80 - trans-sialidase (pseudogene)
TcCLB.503637.10 - hypothetical protein

TcCLB.487507.10 - tryparedoxin peroxidase
TcCLB.510101.250 - hypothetical protein

TcCLB.422189.20 - leucine-rich repeat protein
TcCLB.510517.20 - hypothetical protein

TcCLB.508153.340 - 6-phospho-1-fructokinase, putative
TcCLB.509583.19 - dynein heavy chain

TcCLB.506211.20 - hypothetical protein
TcCLB.509237.130 - cytoskeleton-associated protein CAP5.5

TcCLB.508637.160 - dual specificity protein phosphatase
TcCLB.509837.40 - histone H1

TcCLB.511365.90 - hypothetical protein
TcCLB.509073.40 - outer dynein arm docking complex

TcCLB.508387.160 - hypothetical protein
TcCLB.509585.10 - dynein heavy chain

TcCLB.508153.680 - RNA-binding protein 6
TcCLB.508707.310 - hypothetical protein

TcCLB.503635.50 - hypothetical protein
TcCLB.510955.40 - axoneme central apparatus protein

TcCLB.509203.40 - glycosomal membrane protein
TcCLB.503955.40 - trans-sialidase, putative

TcCLB.508265.100 - hypothetical protein
TcCLB.511067.14 - hypothetical protein
TcCLB.503899.40 - hypothetical protein
TcCLB.508331.50 - hypothetical protein

TcCLB.506925.440 - nucleoporin (pseudogene)
TcCLB.508385.20 - hypothetical protein
TcCLB.506695.40 - hypothetical protein

TcCLB.484311.10 - calpain-like cysteine peptidase
TcCLB.508839.80 - hypothetical protein

TcCLB.511617.9 - NUP-1 protein (pseudogene)
TcCLB.503865.50 - ankyrin, putative

TcCLB.508837.80 - hypothetical protein
TcCLB.508951.20 - hexokinase, putative
TcCLB.509647.130 - hypothetical protein

TcCLB.506605.40 - hypothetical protein
TcCLB.506529.250 - hypothetical protein

TcCLB.506289.80 - small GTP-binding protein Rab32
TcCLB.509785.50 - trans-sialidase, putative

TcCLB.508277.110 - cAMP specific phosphodiesterase
TcCLB.508163.400 - surface antigen TASV-B1

TcCLB.506227.150 - protein kinase A regulatory subunit
TcCLB.506961.25 - trans-sialidase, putative

TcCLB.506563.200 - calpain cysteine peptidase
TcCLB.506525.20 - protein transport protein Sec13

TcCLB.506963.10 - 60S ribosomal protein L10a
TcCLB.508185.10 - enoyl-CoA hydratase

TcCLB.503625.10 - asparagine synthetase a
TcCLB.508209.30 - hypothetical protein
TcCLB.510763.60 - hypothetical protein

TcCLB.508999.190 - calpain-like cysteine peptidase
TcCLB.509265.10 - retrotransposon hot spot (RHS) protein

TcCLB.506297.290 - protein transport protein Sec31
TcCLB.508319.40 - RNA helicase

TcCLB.506825.200 - hypothetical protein
TcCLB.510997.40 - enoyl-CoA hydratase/isomerase family protein

TcCLB.506795.20 - hypothetical protein
TcCLB.505985.9 - calpain cysteine peptidase

TcCLB.506341.20 - hypothetical protein
TcCLB.511333.4 - cytoskeleton-associated protein CAP5.5

TcCLB.504423.30 - hypothetical protein
TcCLB.508461.380 - calmodulin, putative

TcCLB.509167.60 - hypothetical protein
TcCLB.511409.50 - hypothetical protein

TcCLB.510761.73 - dynein-associated protein
TcCLB.506681.60 - hypothetical protein

TcCLB.510353.30 - paraflagellar rod component par4
TcCLB.506883.69 - hypothetical protein

TcCLB.507645.20 - vesicle transport v-SNARE 11
TcCLB.508443.20 - heat shock protein-like protein

TcCLB.508323.84 - peptidyl-prolyl cis-trans isomerase
TcCLB.506583.50 - hypothetical protein

TcCLB.504427.260 - kinesin, putative
TcCLB.506163.30 - hypothetical protein

TcCLB.506859.170 - hypothetical protein
TcCLB.509601.150 - hypothetical protein

TcCLB.508569.90 - hypothetical protein
TcCLB.510635.40 - hypothetical protein
TcCLB.506907.30 - hypothetical protein
TcCLB.511801.10 - hypothetical protein

TcCLB.508257.150 - small nuclear ribonucleoprotein SmD3
TcCLB.511421.50 - hypothetical protein

TcCLB.508347.159 - mitotubule-associated protein Gb4
TcCLB.506945.320 - hypothetical protein

TcCLB.510055.50 - hypothetical protein
TcCLB.506401.380 - surface protease GP63

TcCLB.509683.20 - hypothetical protein
TcCLB.506155.30 - kinesin-like protein

TcCLB.511725.40 - hypothetical protein
TcCLB.507711.20 - hypothetical protein
TcCLB.504867.30 - hypothetical protein
TcCLB.506485.60 - hypothetical protein
TcCLB.510353.10 - major vault protein

TcCLB.506157.40 - trans-sialidase, putative
TcCLB.511065.10 - hypothetical protein

TcCLB.508409.180 - hypothetical protein
TcCLB.511367.290 - hypothetical protein
TcCLB.507669.190 - hypothetical protein

TcCLB.506351.20 - hypothetical protein
TcCLB.507649.10 - hypothetical protein
TcCLB.510087.90 - hypothetical protein

TcCLB.508231.170 - hypothetical protein
TcCLB.509859.40 - cytosolic leucyl aminopeptidase

TcCLB.506835.60 - hypothetical protein
TcCLB.509599.180 - hypothetical protein
TcCLB.506721.20 - radial spoke protein 3

TcCLB.509747.90 - hypothetical protein
TcCLB.504153.200 - hypothetical protein

TcCLB.503791.30 - hypothetical protein
TcCLB.503841.70 - aspartate aminotransferase

TcCLB.506175.110 - hypothetical protein
TcCLB.504163.30 - 40S ribosomal protein S9

TcCLB.510943.50 - delta-1-pyrroline-5-carboxylate dehydrogenase
TcCLB.506777.50 - cell cycle sequence binding phosphoprotein (RBP45)

TcCLB.503811.60 - hypothetical protein
TcCLB.508837.120 - prohibitin, putative

TcCLB.508445.10 - rab11B GTPase
TcCLB.509261.30 - 3,2-trans-enoyl-CoA isomerase

TcCLB.503589.10 - GDP-mannose pyrophosphorylase
TcCLB.503689.4 - rab1 small GTP-binding protein

TcCLB.510837.20 - acetylornithine deacetylase
TcCLB.506753.180 - hypothetical protein

TcCLB.508323.60 - centrin, putative
TcCLB.504153.140 - aminopeptidase, putative

TcCLB.506579.30 - myo-inositol-1 phosphatase
TcCLB.506341.10 - N-acetylglucosamine-6-phosphate deacetylase-like protein

TcCLB.508533.40 - ecotin, putative
TcCLB.504151.60 - actin interacting protein-like protein

TcCLB.509317.60 - RNA-binding protein
TcCLB.507639.20 - universal minicircle sequence binding protein (UMSBP)

TcCLB.508153.180 - aspartyl aminopeptidase
TcCLB.507099.110 - hypothetical protein

TcCLB.506679.100 - 40S ribosomal protein S18
TcCLB.506963.20 - 60S ribosomal protein L34

TcCLB.506885.340 - hypothetical protein
TcCLB.510759.80 - hypothetical protein
TcCLB.503529.20 - hypothetical protein

TcCLB.510749.99 - aminopeptidase P
TcCLB.503991.20 - aminopeptidase P1

TcCLB.506789.160 - hypothetical protein
TcCLB.503637.30 - dipeptidyl-peptidase 8-like serine peptidase

TcCLB.510187.100 - glucokinase
TcCLB.510761.14 - 60S ribosomal protein L26

TcCLB.507521.10 - hypothetical protein
TcCLB.507689.40 - glutamamyl carboxypeptidase

TcCLB.506859.90 - prefoldin, putative
TcCLB.506375.110 - (H )-ATPase G subunit

TcCLB.511693.20 - hypothetical protein
TcCLB.506265.130 - hypothetical protein
TcCLB.506925.150 - protein phosphatase

TcCLB.508183.20 - hypothetical protein
TcCLB.510797.10 - 2-oxoglutarate dehydrogenase subunit

TcCLB.506945.240 - ATP synthase
TcCLB.507673.20 - 60S ribosomal protein L13a

TcCLB.504213.80 - threonine synthase
TcCLB.507831.70 - pyruvate dehydrogenase E1 component alpha subunit

TcCLB.508265.10 - glutathione-S-transferase/glutaredoxin, putative
TcCLB.506883.40 - p21 antigen protein

TcCLB.511391.120 - glutamamyl carboxypeptidase
TcCLB.506559.200 - thioredoxin, putative

TcCLB.504069.30 - 60S ribosomal protein L32
TcCLB.504181.20 - 40S ribosomal protein S23

TcCLB.510091.80 - pyruvate dehydrogenase E1 beta subunit
TcCLB.503899.20 - 40S ribosomal protein S16

TcCLB.506579.10 - ABC transporter
TcCLB.503833.40 - 40S ribosomal protein S2

TcCLB.511047.50 - proteasome regulatory ATPase subunit 2
TcCLB.437545.10 - 3-oxo-5-alpha-steroid 4-dehydrogenase

TcCLB.506261.10 - fatty acyl CoA synthetase 2
TcCLB.506859.20 - proteasome regulatory ATPase subunit 5

TcCLB.506789.120 - hypothetical protein
TcCLB.506989.30 - ABC transporter

TcCLB.508717.36 - selenophosphate synthetase
TcCLB.510315.10 - inosine-adenosine-guanosine-nucleoside hydrolase

TcCLB.508197.10 - 60S ribosomal protein L11
TcCLB.509023.110 - heat shock protein HslVU

TcCLB.510571.30 - actin, putative
TcCLB.510155.180 - eukaryotic initiation factor 4a

TcCLB.503975.100 - hypothetical protein
TcCLB.505071.90 - protein phosphatase 2A

TcCLB.510241.50 - 60S ribosomal protein L10
TcCLB.510123.20 - mitogen activated protein kinase

TcCLB.407477.50 - cytochrome c oxidase VIII (COX VIII)
TcCLB.506147.190 - hypothetical protein
TcCLB.504153.240 - hypothetical protein

TcCLB.509037.30 - hypothetical protein
TcCLB.509281.20 - trans-sialidase, putative

TcCLB.511277.320 - hypothetical protein
TcCLB.506795.44 - hypothetical protein

TcCLB.506949.50 - cytochrome c
TcCLB.503805.10 - hypothetical protein
TcCLB.503829.80 - hypothetical protein

TcCLB.510755.129 - 60S ribosomal protein L12
TcCLB.507711.200 - hypothetical protein

TcCLB.507837.60 - phosphatase-like protein
TcCLB.503449.10 - 60S ribosomal protein L17

TcCLB.510395.10 - ATP synthase
TcCLB.511439.100 - p-nitrophenylphosphatase, putative

TcCLB.507713.30 - heat shock protein 85
TcCLB.509777.70 - Calcium ATPase SERCA-like

TcCLB.509801.30 - citrate synthase
TcCLB.508707.200 - nucleoside diphosphate kinase

TcCLB.507831.60 - heat shock protein
TcCLB.511277.290 - aconitase, putative

TcCLB.508637.150 - ribonuclease L inhibitor (pseudogene)
TcCLB.504121.30 - 60S ribosomal protein L14

TcCLB.508461.140 - poly(A)-binding protein
TcCLB.503715.30 - small GTP-binding protein Rab1

TcCLB.511217.160 - hypothetical protein
TcCLB.509769.60 - succinate dehydrogenase iron-sulfur subunit

TcCLB.506925.120 - eukaryotic initiation factor 5a
TcCLB.506735.10 - mitochondrial processing peptidase alpha subunit

TcCLB.506585.40 - glucose-regulated protein 78
TcCLB.507671.30 - 25 kDa translation elongation factor 1-beta

TcCLB.508169.20 - elongation factor 2
TcCLB.506529.508 - glucose-6-phosphate isomerase

TcCLB.511727.190 - hypothetical protein
TcCLB.507641.290 - chaperonin HSP60

TcCLB.511715.10 - iron superoxide dismutase
TcCLB.511741.50 - C-1-tetrahydrofolate synthase

TcCLB.506945.160 - S-adenosylmethionine synthetase
TcCLB.507029.30 - heat shock 70 kDa protein

TcCLB.504153.310 - heat shock protein
TcCLB.511257.10 - DNAK protein

TcCLB.511529.160 - enoyl-CoA hydratase/isomerase family protein
TcCLB.503477.20 - transaldolase, putative

TcCLB.506401.320 - 60S ribosomal protein L7a
TcCLB.506405.10 - phosphomannomutase-like protein
TcCLB.503841.10 - proteasome activator protein pa26

TcCLB.509597.20 - carbonic anhydrase-like protein
TcCLB.509999.90 - carnitine/choline acetyltransferase

TcCLB.506411.10 - thimet oligopeptidase
TcCLB.511491.100 - phosphatase 2C

TcCLB.509551.70 - hypothetical protein
TcCLB.510609.40 - ATPase alpha subunit

TcCLB.508647.280 - malic enzyme
TcCLB.508153.400 - serine/threonine protein kinase

TcCLB.511003.190 - hypothetical protein
TcCLB.506831.40 - 3-hydroxy-3-methylglutaryl-CoA reductase

TcCLB.506797.70 - lysophospholipase, putative
TcCLB.508731.60 - adenylosuccinate synthetase

TcCLB.508169.69 - peptidyl-prolyl cis-trans isomerase
TcCLB.506211.200 - aminopeptidase, putative
TcCLB.506925.319 - isocitrate dehydrogenase

TcCLB.506927.20 - hypothetical protein
TcCLB.506025.60 - 2-oxoglutarate dehydrogenase

TcCLB.507611.370 - protein disulfide isomerase
TcCLB.419703.20 - ubiquitin carboxyl-terminal hydrolase

TcCLB.510989.60 - hypothetical protein
TcCLB.511419.40 - phosphoglycerate kinase

TcCLB.506605.120 - hypothetical protein
TcCLB.510241.60 - nascent polypeptide associated complex subunit

TcCLB.430605.40 - 2Fe-2S iron-sulfur cluster binding domain containing protein
TcCLB.506413.20 - 40S ribosomal protein S33

TcCLB.511693.90 - electron-transfer-flavoprotein, alpha polypeptide
TcCLB.510823.70 - 60S acidic ribosomal protein

TcCLB.506975.30 - aminoacylase, putative
TcCLB.511071.50 - hypothetical protein

TcCLB.511367.220 - hypothetical protein
TcCLB.506563.100 - hypothetical protein

TcCLB.511909.40 - succinate dehydrogenase flavoprotein
TcCLB.503971.10 - hypothetical protein

TcCLB.508461.290 - hypothetical protein
TcCLB.506563.110 - calpain-like cysteine peptidase

TcCLB.506773.90 - amino acid permease/transporter
TcCLB.510299.10 - hypothetical protein

TcCLB.506777.60 - NGG1 interacting factor 3
TcCLB.509885.80 - hypothetical protein
TcCLB.510091.14 - hypothetical protein

TcCLB.506513.110 - peptidase T (pseudogene)
TcCLB.506151.30 - small GTP-binding protein Rab11

TcCLB.509053.160 - hypothetical protein
TcCLB.407477.44 - hypothetical protein

TcCLB.510351.90 - dihydrolipoamide branched chain transacylase
TcCLB.506211.70 - RNA-binding protein

TcCLB.508461.270 - rab7 GTP binding protein
TcCLB.508347.130 - hypothetical protein

TcCLB.508415.40 - ADP-ribosylation factor 1
TcCLB.508207.74 - Adenine phosphoribosyltransferase

TcCLB.509151.140 - 60S ribosomal protein L23a
TcCLB.509335.10 - retrotransposon hot spot (RHS) protein

TcCLB.511817.40 - NADH-cytochrome b5 reductase
TcCLB.511287.49 - aldo-keto reductase

TcCLB.503555.30 - trypanothione reductase
TcCLB.510659.240 - lactoylglutathione lyase-like protein

TcCLB.507925.40 - Pyridoxal kinase
TcCLB.508661.34 - hypothetical protein
TcCLB.511051.59 - hypothetical protein

TcCLB.506885.204 - hypothetical protein
TcCLB.506367.30 - 1,2-Dihydroxy-3-keto-5-methylthiopentene dioxygenase

TcCLB.507809.110 - hypothetical protein
TcCLB.507609.60 - inositol-3-phosphate synthase

TcCLB.510407.90 - serine hydroxymethyltransferase
TcCLB.504933.30 - hypothetical protein (pseudogene)

TcCLB.509199.24 - ribose 5-phosphate isomerase
TcCLB.511051.70 - aminopeptidase, putative
TcCLB.506485.80 - oxidoreductase, putative

TcCLB.506513.100 - hypothetical protein
TcCLB.508357.90 - T-complex protein 1
TcCLB.506959.90 - hypothetical protein
TcCLB.507809.60 - hypothetical protein

TcCLB.506559.410 - hypothetical protein
TcCLB.507993.330 - mevalonate-diphosphate decarboxylase

TcCLB.511067.30 - transketolase, putative
TcCLB.508397.40 - hypothetical protein

TcCLB.506661.150 - hypothetical protein
TcCLB.511181.80 - threonyl-tRNA synthetase
TcCLB.484299.10 - trypanothione reductase

TcCLB.511367.60 - la RNA binding protein
TcCLB.511809.130 - 40S ribosomal protein S15

TcCLB.509049.40 - hypothetical protein
TcCLB.507077.50 - hypothetical protein

TcCLB.508465.90 - galactokinase-like protein
TcCLB.508385.60 - hypothetical protein

TcCLB.507165.50 - cysteine synthase
TcCLB.507677.50 - hypothetical protein
TcCLB.503697.70 - hypothetical protein

TcCLB.509965.394 - amastin, putative
TcCLB.508137.30 - ubiquitin-conjugating enzyme e2

TcCLB.510165.110 - retrotransposon hot spot (RHS) protein
TcCLB.503975.40 - hypothetical protein

TcCLB.503635.59 - 40S ribosomal protein S3A
TcCLB.510101.140 - pyruvate phosphate dikinase

TcCLB.507913.30 - proliferative cell nuclear antigen (PCNA)
TcCLB.509767.170 - hypothetical protein

TcCLB.509397.9 - dispersed gene family protein 1 (DGF-1
TcCLB.510163.20 - elongation factor 1-gamma (EF-1-gamma

TcCLB.507011.150 - hypothetical protein
TcCLB.506591.30 - hypothetical protein

TcCLB.510821.60 - ribonucleoprotein p18
TcCLB.506925.100 - hypothetical protein

TcCLB.507817.70 - hypothetical protein
TcCLB.510101.50 - lanosterol 14-alpha-demethylase

TcCLB.506211.210 - protein kinase
TcCLB.506025.50 - vacuolar ATP synthase subunit b

TcCLB.503955.20 - mitochondrial DNA polymerase beta
TcCLB.504069.80 - ATP synthase F1 subunit gamma protein

TcCLB.506825.190 - hypothetical protein
TcCLB.503899.119 - trypanothione/tryparedoxin dependent peroxidase 2

TcCLB.509461.60 - mitochondrial RNA binding protein
TcCLB.504017.10 - basic transcription factor 3a

TcCLB.510853.30 - trans-sialidase, putative
TcCLB.506779.20 - hypothetical protein
TcCLB.506583.30 - ubiquitin-like protein

TcCLB.510507.20 - 3-ketoacyl-CoA thiolase
TcCLB.511555.80 - ribonucleoside-diphosphate reductase small chain

TcCLB.504153.160 - carboxypeptidase, putative
TcCLB.510945.70 - aspartate aminotransferase

TcCLB.508851.180 - 14-3-3 protein
TcCLB.507883.109 - mitochondrial malate dehydrogenase

TcCLB.507927.60 - hypothetical protein
TcCLB.511071.140 - 2-amino-3-ketobutyrate coenzyme A ligase

TcCLB.505683.10 - sterol 24-c-methyltransferase
TcCLB.508799.240 - aminopeptidase, putative

TcCLB.511229.50 - S-adenosylhomocysteine hydrolase
TcCLB.508089.30 - hypothetical protein

TcCLB.511211.120 - activated protein kinase C receptor
TcCLB.509233.180 - ATPase beta subunit

TcCLB.507681.20 - succinyl-CoA ligase [GDP-forming] beta-chain
TcCLB.506207.50 - IgE-dependent histamine-releasing factor

TcCLB.508671.20 - serine carboxypeptidase (CBP1)
TcCLB.511737.10 - small glutamine-rich tetratricopeptide repeat protein

TcCLB.510145.20 - cofilin/actin depolymerizing factor
TcCLB.511115.40 - transcription elongation factor-like protein

TcCLB.506811.160 - hypothetical protein
TcCLB.511725.250 - chaperonin containing t-complex protein

TcCLB.508809.40 - hypothetical protein
TcCLB.508955.20 - hypothetical protein

TcCLB.506247.410 - protein-l-isoaspartate o-methyltransferase
TcCLB.506743.110 - protein tyrosine phosphatase

TcCLB.511807.110 - GMP synthase
TcCLB.508153.280 - 60S ribosomal protein L13

TcCLB.507521.140 - hypothetical protein
TcCLB.510243.50 - adenylate kinase

TcCLB.508181.140 - inorganic pyrophosphatase
TcCLB.511589.140 - phosphoenolpyruvate mutase

TcCLB.504143.10 - hypothetical protein
TcCLB.510525.40 - hypothetical protein
TcCLB.508507.50 - hypothetical protein
TcCLB.507521.70 - cyclophilin, putative

TcCLB.504147.80 - mitochondrial intermediate peptidase
TcCLB.508307.150 - hypothetical protein
TcCLB.508355.170 - hypothetical protein

TcCLB.485683.10 - hypothetical protein
TcCLB.511211.170 - heat shock protein 70 (hsp70)

TcCLB.511627.110 - heat shock protein DNAJ
TcCLB.508325.290 - trans-sialidase (pseudogene)

TcCLB.507529.20 - hypothetical protein
TcCLB.506529.360 - cytochrome c oxidase subunit IV

TcCLB.510515.30 - hypothetical protein
TcCLB.503593.10 - eukaryotic translation initiation factor eIF-4E

TcCLB.504111.20 - methionine aminopeptidase
TcCLB.508547.180 - hypothetical protein
TcCLB.509695.200 - T-complex protein 1
TcCLB.506211.170 - hypothetical protein

TcCLB.506857.100 - endoplasmatic reticulum retrieval protein
TcCLB.511407.10 - nuclear transport factor 2

TcCLB.510759.70 - hypothetical protein
TcCLB.506925.14 - hypothetical protein

TcCLB.419417.4 - ADP-ribosylation factor
TcCLB.503945.10 - eukaryotic translation initiation factor 1A

TcCLB.506649.80 - RNA-binding protein
TcCLB.510535.100 - cysteine peptidase C (CPC)

TcCLB.506297.150 - 40S ribosomal protein S5
TcCLB.507949.250 - hypothetical protein

TcCLB.511499.59 - small nuclear ribonucleoprotein Sm-E
TcCLB.506407.10 - lysosomal alpha-mannosidase precursor

TcCLB.509589.20 - squalene monooxygenase
TcCLB.507669.70 - dynein intermediate chain
TcCLB.505843.10 - glutamate dehydrogenase

TcCLB.507993.390 - pyruvate kinase 2
TcCLB.510855.10 - peptide methionine sulfoxide reductase

TcCLB.508387.20 - methylthioadenosine phosphorylase
TcCLB.503405.10 - glutamine synthetase

TcCLB.507875.20 - glutamate dehydrogenase
TcCLB.508989.9 - nucleoside phosphorylase

TcCLB.507091.50 - aspartate carbamoyltransferase
TcCLB.510595.20 - hypothetical protein

TcCLB.509099.50 - trypanothione synthetase
TcCLB.507963.20 - arginase, putative

TcCLB.504153.360 - succinyl-coA:3-ketoacid-coenzyme A transferase
TcCLB.506475.116 - glutaredoxin, putative

TcCLB.505945.20 - ribonuclease mar1
TcCLB.507537.20 - cysteine peptidase

TcCLB.506989.190 - lipophosphoglycan biosynthetic protein
TcCLB.505183.20 - malic enzyme

TcCLB.508547.50 - maoC-like dehydratase
TcCLB.503677.10 - phosphomannose isomerase

TcCLB.508461.410 - T-complex protein 1
TcCLB.506525.80 - N-myristoyl transferase

TcCLB.510187.70 - tyrosine aminotransferase
TcCLB.508177.129 - cystathionine beta-synthase

TcCLB.506357.50 - alcohol dehydrogenase
TcCLB.509569.100 - nucleoside phosphorylase
TcCLB.508805.80 - short chain dehydrogenase

TcCLB.511803.40 - hypothetical protein
TcCLB.506359.60 - UTP-glucose-1-phosphate uridylyltransferase 2

TcCLB.506529.430 - alanine aminotransferase
TcCLB.506551.10 - hypothetical protein

TcCLB.508153.990 - hypothetical protein
TcCLB.506795.90 - hypothetical protein

TcCLB.510593.49 - kinetoplast DNA-associated protein
TcCLB.504003.60 - T-complex protein 1
TcCLB.504047.5 - urocanate hydratase

TcCLB.510101.130 - inositol-1,4,5-trisphosphate (IP3) 5-phosphatase
TcCLB.503929.10 - V-type ATPase

TcCLB.503873.10 - cytochrome-b5 reductase
TcCLB.509671.80 - 60S ribosomal protein L5

TcCLB.506579.20 - hypothetical protein
TcCLB.510663.70 - 6-phosphogluconate dehydrogenase

TcCLB.506679.70 - eukaryotic translation initiation factor 6 (eIF-6)
TcCLB.506855.140 - vesicule-associated membrane protein

TcCLB.511361.50 - hypothetical protein
TcCLB.510821.50 - replication Factor A 28 kDa subunit

TcCLB.509011.60 - hypothetical protein
TcCLB.507811.60 - vesicle-associated membrane protein

TcCLB.506753.150 - hypothetical protein
TcCLB.507809.70 - small ubiquitin protein

TcCLB.506605.59 - adenosine 5'-monophosphoramidase
TcCLB.506753.130 - hypothetical protein
TcCLB.508083.10 - dynamin-like protein

TcCLB.510187.30 - tyrosine aminotransferase
TcCLB.510099.120 - D-isomer specific 2-hydroxyacid dehydrogenase-protein

TcCLB.503991.39 - 2,4-dihydroxyhept-2-ene-1,7-dioic acid aldolase
TcCLB.506247.310 - hypothetical protein

TcCLB.506303.50 - UDP-galactose 4-epimerase
TcCLB.506567.70 - NAD(P)-dependent oxidoreductase

TcCLB.508173.160 - hypothetical protein
TcCLB.506931.10 - haloacid dehalogenase-like hydrolase

TcCLB.506247.230 - prolyl oligopeptidase
TcCLB.510257.80 - peptidase M20/M25/M40

TcCLB.509141.40 - hypothetical protein
TcCLB.505807.180 - 2-hydroxy-3-oxopropionate reductase

TcCLB.509965.290 - p22 protein precursor
TcCLB.509445.39 - glutamate dehydrogenase

TcCLB.503713.30 - 6-phosphogluconolactonase, putative
TcCLB.510719.60 - biotin/lipoate protein ligase

TcCLB.511517.70 - RNA-binding protein
TcCLB.504797.50 - hypothetical protein

TcCLB.504109.160 - electron transfer flavoprotein
TcCLB.511807.290 - hypothetical protein
TcCLB.507993.260 - hypothetical protein
TcCLB.511871.110 - hypothetical protein

TcCLB.508895.60 - RNA-binding protein
TcCLB.509583.10 - chaperonin TCP20

TcCLB.503899.110 - glutathione peroxidase-like protein
TcCLB.507019.40 - histidyl-tRNA synthetase

TcCLB.511439.40 - hypothetical protein
TcCLB.506399.80 - hypothetical protein

TcCLB.507689.30 - glutamamyl carboxypeptidase
TcCLB.506795.80 - unspecified product
TcCLB.508177.70 - hypothetical protein

TcCLB.507297.20 - cysteinyl-tRNA synthetase
TcCLB.510901.60 - replication factor A

TcCLB.511531.50 - glucosamine-6-phosphate isomerase
TcCLB.507639.30 - universal minicircle sequence binding protein (UMSBP)

TcCLB.503419.30 - thiol-dependent reductase 1
TcCLB.506831.70 - glutamyl-tRNA synthetase

TcCLB.508971.40 - acetylornithine deacetylase-like
TcCLB.510741.10 - cystathione gamma lyase

TcCLB.511277.200 - RNA-binding protein
TcCLB.511691.10 - cystathionine beta-synthase

TcCLB.510187.20 - tyrosine aminotransferase
TcCLB.511711.80 - ras-related protein rab-2a

TcCLB.508741.140 - imidazolonepropionase, putative
TcCLB.506937.10 - cytosolic malate dehydrogenase

TcCLB.509003.30 - calpain-like cysteine peptidase
TcCLB.511211.160 - heat shock protein 70 (hsp70)

TcCLB.507929.20 - co-chaperone GrpE
TcCLB.506933.60 - mitochondrial RNA binding protein

TcCLB.506213.50 - prostaglandin F synthase (pseudogene)
TcCLB.510751.4 - aminopeptidase P

TcCLB.506925.300 - cyclophilin a
TcCLB.506777.20 - hypothetical protein

TcCLB.507089.270 - dihydrolipoyl dehydrogenase
TcCLB.507091.30 - hypothetical protein

TcCLB.504181.10 - 60S ribosomal protein L9
TcCLB.504157.10 - heterogeneous nuclear ribonucleoprotein H/F

TcCLB.508173.20 - retrotransposon hot spot protein (RHS
TcCLB.509239.10 - fatty acid desaturase

TcCLB.510769.49 - 40S ribosomal protein S6
TcCLB.506405.149 - ribosomal protein L21E (60S)

TcCLB.507603.230 - hydroxyacylglutathione hydrolase
TcCLB.504797.20 - hypothetical protein
TcCLB.509911.90 - peptidase, putative

TcCLB.510773.20 - vacuolar-type proton translocating pyrophosphatase 1
TcCLB.505763.19 - P-type H -ATPase

TcCLB.511867.140 - acyl carrier protein
TcCLB.506247.150 - hypothetical protein

TcCLB.510717.30 - 2-oxoglutarate dehydrogenase E1 component
TcCLB.503793.10 - 2-oxoglutarate dehydrogenase subunit

TcCLB.506249.70 - ABC transporter
TcCLB.511049.40 - leucyl-tRNA synthetase

TcCLB.503575.50 - fatty acyl CoA synthetase
TcCLB.511807.140 - hypothetical protein

TcCLB.506177.20 - lectin, putative
TcCLB.506925.480 - ribokinase, putative

TcCLB.508173.180 - nuclear transport factor 2 protein(NFT2)
TcCLB.510329.60 - RAB GDP dissociation inhibitor alpha

TcCLB.506559.300 - G-actin binding protein
TcCLB.508111.30 - glutamate dehydrogenase

TcCLB.509733.130 - hypothetical protein
TcCLB.508637.90 - phosphoglucomutase
TcCLB.508699.120 - hypothetical protein
TcCLB.509205.120 - hypothetical protein

TcCLB.506947.10 - hypothetical protein
TcCLB.507837.50 - 40S ribosomal protein S11

TcCLB.506135.9 - heat shock 70 kDa protein
TcCLB.508535.10 - NADH-dependent fumarate reductase (pseudogene)

TcCLB.503925.50 - hypothetical protein
TcCLB.506375.50 - dispersed gene family protein 1 (DGF-1)

TcCLB.511303.140 - hypothetical protein
TcCLB.506247.50 - chaperonin, putative

TcCLB.506775.80 - 14-3-3 protein
TcCLB.506739.50 - heat shock protein HslVU

TcCLB.504575.15 - ubiquinol-cytochrome c reductase
TcCLB.507559.80 - deoxyribose-phosphate aldolase

TcCLB.506247.220 - histidine ammonia-lyase
TcCLB.505171.60 - hypothetical protein

TcCLB.506563.79 - calpain-like cysteine peptidase (pseudogene)
TcCLB.511025.110 - dihydrolipoyl dehydrogenase

TcCLB.506999.150 - vesicle-associated membrane protein
TcCLB.510661.250 - cystathione gamma lyase

TcCLB.508277.160 - glutaminyl-tRNA synthetase
TcCLB.504425.60 - NADP-dependent alcohol hydrogenase

TcCLB.508535.50 - tyrosine aminotransferase (pseudogene)
TcCLB.506933.20 - ribonucleoside-diphosphate reductase large chain

TcCLB.510121.160 - DNA topoisomerase IA
TcCLB.506941.159 - zinc finger protein

TcCLB.506683.19 - GMP synthase (pseudogene)
TcCLB.509579.30 - retrotransposon hot spot protein (RHS

TcCLB.510105.230 - glyceraldehyde 3-phosphate dehydrogenase
TcCLB.506025.4 - membrane-bound acid phosphatase

TcCLB.506825.210 - hypothetical protein
TcCLB.510347.29 - hypothetical protein
TcCLB.508387.60 - hypothetical protein

TcCLB.460127.20 - CAAX prenyl protease 1
TcCLB.504427.64 - hypothetical protein
TcCLB.504421.19 - hypothetical protein

TcCLB.509153.90 - dihydrofolate reductase-thymidylate synthase
TcCLB.509599.60 - hypothetical protein

TcCLB.508461.80 - prostaglandin F2alpha synthase
TcCLB.506517.149 - hypothetical protein

TcCLB.508777.180 - prefoldin subunit 2
TcCLB.506465.14 - hypothetical protein

TcCLB.510517.10 - chaperonin/T-complex protein 1 gamma subunit
TcCLB.503575.34 - ribosomal protein L38

TcCLB.507669.10 - fumarate hydratase
TcCLB.511727.270 - RNA-binding protein

TcCLB.508153.60 - aminopeptidase, putative
TcCLB.458015.10 - hypothetical protein

TcCLB.509551.30 - mitochondrial carrier protein (pseudogene)
TcCLB.510431.250 - phosphoribosylpyrophosphate synthetase

TcCLB.506893.100 - hypothetical protein
TcCLB.509019.10 - trans-sialidase (pseudogene)

TcCLB.510259.50 - cyclophilin, putative
TcCLB.436521.9 - mevalonate kinase

TcCLB.509979.150 - nitrilase, putative
TcCLB.509831.33 - hypothetical protein
TcCLB.453445.10 - hypothetical protein
TcCLB.507927.30 - hypothetical protein
TcCLB.503541.40 - hypothetical protein

TcCLB.509831.36 - mitochondrial RNA binding protein 1
TcCLB.506605.150 - 60S ribosomal protein

TcCLB.506413.80 - cyclophilin, putative
TcCLB.509161.60 - hypothetical protein
TcCLB.511127.20 - hypothetical protein

TcCLB.506595.104 - ribosomal P protein AGP2beta-1
TcCLB.510515.100 - coronin, putative

TcCLB.511217.200 - tyrosyl or methionyl-tRNA synthetase
TcCLB.508823.70 - P27 protein

TcCLB.511367.70 - dihydrolipoamide acetyltransferase
TcCLB.509151.130 - deoxyuridine triphosphatase

TcCLB.506391.50 - polyubiquitin (pseudogene)
TcCLB.510629.430 - prefoldin subunit

TcCLB.511519.18 - hypothetical protein
TcCLB.510091.110 - hypothetical protein

TcCLB.511145.40 - peroxin 14
TcCLB.507093.229 - RNA-binding protein

TcCLB.509069.20 - ATP binding protein-like protein
TcCLB.506649.20 - P-type H -ATPase

TcCLB.506839.70 - NADH dehydrogenase
TcCLB.510143.24 - Hsc70-interacting protein

TcCLB.510767.10 - ribosomal protein L15
TcCLB.510105.170 - dihydrolipoamide acetyltransferase precursor

TcCLB.508879.80 - hypothetical protein
TcCLB.503959.78 - hypothetical protein

TcCLB.511391.200 - pitrilysin-like metalloprotease
TcCLB.509979.60 - sec1 family transport protein

TcCLB.511047.40 - NADH-cytochrome b5 reductase
TcCLB.507603.200 - proteasome regulatory ATPase subunit 3

TcCLB.510879.50 - regulatory subunit of protein kinase a-like protein
TcCLB.511691.39 - hypothetical protein
TcCLB.504087.20 - hypothetical protein
TcCLB.507603.30 - hypothetical protein

TcCLB.509287.50 - glucose-6-phosphate 1-dehydrogenase (pseudogene)
TcCLB.511469.70 - prohibitin, putative

TcCLB.506591.20 - U-box domain protein
TcCLB.508299.60 - 60S ribosomal protein L2

TcCLB.507777.20 - hypothetical protein
TcCLB.511531.40 - chaperonin alpha subunit

TcCLB.503887.40 - hypothetical protein
TcCLB.504427.200 - ribonuclease, putative

TcCLB.510777.20 - aspartyl-tRNA synthetase
TcCLB.508799.160 - cytochrome b5

TcCLB.511041.40 - hexose transporter
TcCLB.509767.90 - alanine racemase

TcCLB.503999.50 - ubiquitin-conjugating enzyme-like protein
TcCLB.506777.80 - seryl-tRNA synthetase

TcCLB.511151.90 - glycerol-3-phosphate dehydrogenase
TcCLB.506885.430 - lipoic acid containing carrier protein

TcCLB.509163.30 - trans-sialidase (pseudogene)
TcCLB.511557.10 - oligopeptidase B

TcCLB.506739.200 - protein phosphatase 2C
TcCLB.508503.20 - cytochrome c oxidase subunit V

TcCLB.458015.4 - hypothetical protein
TcCLB.510317.7 - hypothetical protein

TcCLB.506519.130 - guanosine monophosphate reductase
TcCLB.506583.60 - Mitochondrial elongation factor G

TcCLB.507895.124 - hypothetical protein
TcCLB.506297.220 - hypothetical protein
TcCLB.508209.110 - hypothetical protein

TcCLB.504433.10 - ADP-ribosylation factor 3
TcCLB.511725.174 - small nuclear ribonucleoprotein Sm-G
TcCLB.510287.20 - dolicholphosphate-mannose synthase

TcCLB.510329.130 - UDP-glucose:glycoprotein glucosyltransferase
TcCLB.508881.120 - prefoldin, putative
TcCLB.506885.400 - 40 kDa cyclophilin

TcCLB.506833.60 - UV excision repair RAD23-like protein
TcCLB.506957.90 - ribosomal protein L18

TcCLB.511353.10 - peptidylprolyl isomerase-like
TcCLB.508515.100 - hypothetical protein

TcCLB.511215.50 - hypothetical protein
TcCLB.506211.240 - hypothetical protein

TcCLB.507275.24 - hypothetical protein
TcCLB.455721.9 - cytochrome c oxidase subunit 10

TcCLB.506401.250 - hypothetical protein
TcCLB.506147.120 - hypothetical protein

TcCLB.508303.4 - ubiquitin-conjugating enzyme e2
TcCLB.504129.40 - hypothetical protein

TcCLB.508355.330 - hypothetical protein
TcCLB.507763.30 - anion-transporting ATPase-like

TcCLB.510089.110 - hypothetical protein
TcCLB.508355.250 - 60S acidic ribosomal protein P0

TcCLB.506481.20 - hypothetical protein
TcCLB.506593.30 - ribosomal protein S7

TcCLB.510647.30 - tryptophanyl-tRNA synthetase
TcCLB.507061.30 - iron superoxide dismutase

TcCLB.509767.140 - hypothetical protein
TcCLB.511277.180 - hypothetical protein

TcCLB.508827.10 - membrane-bound acid phosphatase
TcCLB.506925.470 - heat shock protein DNAJ

TcCLB.504069.20 - cytochrome c oxidase subunit VI
TcCLB.503527.4 - hypothetical protein

TcCLB.508317.10 - cysteine proteinase
TcCLB.503819.10 - hypothetical protein

TcCLB.509885.30 - SPFH domain / Band 7 family protein
TcCLB.506755.260 - mitochondrial RNA-binding protein 2

TcCLB.508321.40 - hypothetical protein
TcCLB.508461.500 - 60S ribosomal protein L27A/L29

TcCLB.503881.10 - kynureninase, putative
TcCLB.510879.110 - ribosomal protein L3

TcCLB.510663.19 - 60S ribosomal subunit protein L31
TcCLB.511181.50 - mitochondrial processing peptidase

TcCLB.506885.350 - proteasome alpha 1 subunit
TcCLB.509011.40 - calreticulin, putative

TcCLB.506779.50 - proteasome beta 3 subunit
TcCLB.506211.160 - ADP,ATP carrier protein 1

TcCLB.509399.20 - metacaspase, putative
TcCLB.511145.43 - proteasome alpha 5 subunit

TcCLB.504105.140 - enolase
TcCLB.504069.10 - proteasome alpha 2 subunit

TcCLB.507951.160 - succinate dehydrogenase flavoprotein subunit
TcCLB.506753.110 - cytochrome b5

TcCLB.503613.20 - proteasome alpha 7 subunit
TcCLB.504163.40 - fructose-bisphosphate aldolase

TcCLB.507775.50 - proteasome alpha 7 subunit
TcCLB.506167.40 - proteasome alpha 1 subunit
TcCLB.508461.430 - proteasome beta 2 subunit

TcCLB.507521.50 - proteasome beta 6 subunit
TcCLB.506625.240 - hypothetical protein

TcCLB.506275.20 - hslvu complex proteolytic subunit-like
TcCLB.511367.340 - mitochondrial processing peptidase alpha subunit

TcCLB.506721.30 - calpain-like cysteine peptidase
TcCLB.507089.170 - hypothetical protein

TcCLB.508461.280 - protein kinase A catalytic subunit isoform 2
TcCLB.508693.50 - hypothetical protein

TcCLB.510859.10 - nucleolar RNA-binding protein
TcCLB.509683.117 - 40S ribosomal protein S4

TcCLB.509553.60 - mitogen-activated protein kinase 3
TcCLB.503891.100 - proteasome beta 2 subunit

TcCLB.508897.110 - macrophage infectivity potentiator
TcCLB.504003.30 - hypothetical protein

TcCLB.508647.200 - triosephosphate isomerase
TcCLB.507603.40 - proteasome beta-1 subunit

TcCLB.509499.14 - peroxidoxin
TcCLB.503781.70 - proteasome beta 5 subunit

TcCLB.503899.130 - glutathione peroxidase-like protein
TcCLB.509505.50 - 10 kDa heat shock protein

TcCLB.510689.30 - proteasome beta 7 subunit
TcCLB.511069.10 - 40S ribosomal protein S8
TcCLB.503719.20 - 40S ribosomal protein SA

TcCLB.506525.10 - hypothetical protein
TcCLB.505647.40 - endoribonuclease L-PSP (pb5)

TcCLB.508973.69 - hypothetical protein
TcCLB.510901.70 - hypothetical protein

TcCLB.511419.50 - 3-phosphoglycerate kinase
TcCLB.507625.70 - hypothetical protein

TcCLB.508837.74 - small GTP-binding protein Rab18
TcCLB.508641.180 - hypothetical protein

TcCLB.506321.290 - stress-induced protein sti1
TcCLB.510609.80 - hypothetical protein

TcCLB.507099.50 - programmed cell death 6 protein-like
TcCLB.503897.70 - hypothetical protein
TcCLB.503499.10 - hypothetical protein
TcCLB.508323.20 - hypothetical protein
TcCLB.509589.50 - hypothetical protein

TcCLB.509099.110 - hypothetical protein
TcCLB.504109.90 - ubiquitin carboxyl-terminal hydrolase

TcCLB.507711.250 - hypothetical protein
TcCLB.509109.100 - hypothetical protein

TcCLB.507241.30 - arginine kinase
TcCLB.504247.30 - hypothetical protein

TcCLB.507505.10 - trans-sialidase, putative
TcCLB.508173.230 - hypothetical protein

TcCLB.511011.10 - retrotransposon hot spot protein (RHS
TcCLB.508461.480 - 60S ribosomal protein L23

TcCLB.509647.170 - hypothetical protein
TcCLB.506775.40 - hypothetical protein

TcCLB.509611.160 - proteasome regulatory non-ATPase subunit
TcCLB.504149.160 - phosphoinositide-specific phospholipase C

TcCLB.510879.220 - hypothetical protein
TcCLB.460747.30 - hypothetical protein

TcCLB.507927.20 - mitochondrial oligo_U binding protein TBRGG1 (pseudogene)
TcCLB.511523.14 - hypothetical protein

TcCLB.506113.60 - retrotransposon hot spot (RHS) protein
TcCLB.504221.20 - 26S proteasome regulatory non-ATPase subunit

TcCLB.511865.60 - hypothetical protein
TcCLB.511393.88 - hypothetical protein

TcCLB.508827.70 - 40S ribosomal protein S17
TcCLB.506213.120 - ATP-dependent RNA helicase

TcCLB.506337.180 - hypothetical protein
TcCLB.503571.19 - hypothetical protein
TcCLB.506859.70 - hypothetical protein

TcCLB.511277.170 - ATP-dependent zinc metallopeptidase
TcCLB.506801.80 - cysteine peptidase inhibitor

TcCLB.506925.104 - dynein light chain
TcCLB.506195.210 - hypothetical protein

TcCLB.507867.80 - hypothetical protein
TcCLB.508207.100 - 60S ribosomal protein L7

TcCLB.506327.90 - serine/threonine protein kinase
TcCLB.510761.18 - hypothetical protein

TcCLB.507601.10 - phosphoprotein phosphatase
TcCLB.506797.50 - hypothetical protein

TcCLB.510311.90 - quinone oxidoreductase
TcCLB.511461.20 - tyrosine aminotransferase

TcCLB.503971.40 - translation initiation factor 2 subunit
TcCLB.511391.160 - cytochrome c1

TcCLB.508307.70 - hypothetical protein
TcCLB.507951.299 - hypothetical protein

TcCLB.511045.50 - hypothetical protein
TcCLB.511575.60 - isocitrate dehydrogenase [NADP]

TcCLB.430605.29 - 40S ribosomal protein S3
TcCLB.506247.330 - 2,3-bisphosphoglycerate-independent phosphoglycerate mutase

TcCLB.506925.110 - hypothetical protein
TcCLB.503855.20 - spermidine synthase

TcCLB.509791.180 - hypothetical protein
TcCLB.509589.40 - hypothetical protein

TcCLB.510307.230 - trans-sialidase, putative
TcCLB.507687.20 - dispersed gene family protein 1 (DGF-1)

TcCLB.505163.80 - oligosaccharyl transferase subunit
TcCLB.504883.40 - hypothetical protein

TcCLB.506559.470 - ribosomal protein l35a
TcCLB.506425.140 - hypothetical protein

TcCLB.511367.370 - elongation factor 1-alpha (ef-1-alpha)
TcCLB.506977.49 - 60S Ribosomal protein L36
TcCLB.509149.60 - 60S ribosomal protein L19

TcCLB.511215.119 - 69 kDa paraflagellar rod protein
TcCLB.507165.30 - hypothetical protein
TcCLB.508723.30 - hypothetical protein

TcCLB.511229.110 - glycyl-tRNA synthetase
TcCLB.511409.10 - hypothetical protein

TcCLB.505843.24 - succinate dehydrogenase iron-sulfur subunit
TcCLB.508741.300 - proteasome regulatory non-ATPase subunit 6

TcCLB.511391.180 - Golgi/lysosome glycoprotein
TcCLB.508737.100 - ATP-dependent Clp protease subunit

TcCLB.509733.170 - Transitional endoplasmic reticulum ATPase
TcCLB.509717.90 - short chain 3-hydroxyacyl-CoA dehydrogenase

TcCLB.504147.200 - proteasome regulatory ATPase subunit
TcCLB.506773.50 - nucleoside transporter-like

TcCLB.508813.60 - hypothetical protein
TcCLB.509749.30 - hypothetical protein
TcCLB.509639.10 - surface glycoprotein
TcCLB.508777.30 - hypothetical protein

TcCLB.510053.60 - cytidine deaminase-like protein
TcCLB.506195.110 - malate dehydrogenase

TcCLB.510877.30 - hypothetical protein
TcCLB.507817.80 - 5'-3' exonuclease XRNA (pseudogene)

TcCLB.506507.10 - N-acetylglucosamine-6-phosphate deacetylase-like protein
TcCLB.510311.70 - 26S protease regulatory subunit

TcCLB.508989.110 - hypothetical protein
TcCLB.506697.10 - hypothetical protein

TcCLB.506529.380 - serine/threonine protein phosphatase
TcCLB.508555.60 - cytoskeleton-associated protein CAP5.5

TcCLB.504017.40 - glycine synthase
TcCLB.509997.30 - tryparedoxin, putative

TcCLB.503849.60 - NADH-dependent fumarate reductase
TcCLB.504213.120 - proteasome alpha 3 subunit

TcCLB.508971.30 - lysyl-tRNA synthetase
TcCLB.506715.40 - hypothetical protein

TcCLB.509617.20 - paraflagellar rod protein 3
TcCLB.511117.30 - trans-sialidase, putative

TcCLB.511825.200 - 40S ribosomal protein L14
TcCLB.503833.50 - hypothetical protein

TcCLB.507547.90 - glycosomal phosphoenolpyruvate carboxykinase
TcCLB.507993.140 - RNA-binding protein

TcCLB.506863.10 - alanyl-tRNA synthetase
TcCLB.506563.180 - calpain-like cysteine peptidase (pseudogene)

TcCLB.508173.110 - cysteine protease
TcCLB.511911.90 - hypothetical protein
TcCLB.506591.10 - hypothetical protein

TcCLB.505609.40 - trans-sialidase, putative
TcCLB.511809.90 - hypothetical protein
TcCLB.508413.50 - RNA-binding protein
TcCLB.509497.20 - hypothetical protein

TcCLB.511389.150 - thiolase protein-like protein
TcCLB.509979.90 - 60S ribosomal protein L35

TcCLB.503975.50 - hypothetical protein
TcCLB.509633.20 - hypothetical protein

TcCLB.505983.20 - nucleosome assembly protein-like protein
TcCLB.511727.50 - hypothetical protein
TcCLB.504159.10 - hypothetical protein
TcCLB.508899.54 - hypothetical protein

TcCLB.506885.320 - hypothetical protein
TcCLB.508851.59 - ATP synthase

TcCLB.510403.50 - retrotransposon hot spot protein (RHS
TcCLB.508461.570 - Gim5A protein

TcCLB.508169.60 - dolicholphosphate-mannose synthase
TcCLB.506829.100 - fatty acyl CoA syntetase 1 (pseudogene)

TcCLB.510759.120 - reiske iron-sulfur protein precursor
TcCLB.506503.80 - kinesin, putative

TcCLB.506559.524 - protein phosphatase 2C
TcCLB.508375.30 - aspartate carbamoyltransferase

TcCLB.508089.71 - hypothetical protein
TcCLB.504047.50 - hypothetical protein

TcCLB.509561.20 - flagellum-adhesion glycoprotein
TcCLB.508831.140 - surface antigen 2 (CA-2)

TcCLB.507603.220 - hypothetical protein
TcCLB.508515.20 - Protein translation factor SUI1 homolog

TcCLB.508323.100 - I/6 autoantigen
TcCLB.508153.270 - heat shock protein 20

TcCLB.508257.204 - hypothetical protein
TcCLB.507483.20 - ef-hand protein 5

TcCLB.401469.10 - zinc finger protein 2
TcCLB.508277.120 - ribosomal protein S6
TcCLB.510101.350 - hypothetical protein

TcCLB.504089.60 - hypothetical protein
TcCLB.504153.280 - hypothetical protein

TcCLB.508675.29 - calpain-like cysteine peptidase
TcCLB.506195.80 - adenylate kinase

TcCLB.506789.334 - hypothetical protein
TcCLB.506559.350 - asparaginyl-tRNA synthetase

TcCLB.511431.20 - hypothetical protein
TcCLB.506679.130 - hypothetical protein

TcCLB.511317.40 - hypothetical protein
TcCLB.434931.10 - paraxonemal rod protein PAR2

TcCLB.507771.30 - hypothetical protein
TcCLB.507035.80 - trans-sialidase (pseudogene)

TcCLB.504425.90 - aldose 1-epimerase-like protein
TcCLB.503453.30 - 60S ribosomal protein L30

TcCLB.506295.100 - hypothetical protein
TcCLB.509793.40 - kinetoplast-associated protein

TcCLB.510953.40 - hypothetical protein
TcCLB.509353.60 - calmodulin, putative
TcCLB.508177.10 - hypothetical protein
TcCLB.503911.30 - hypothetical protein

TcCLB.506797.120 - hypothetical protein
TcCLB.507007.74 - small nuclear ribonucleoprotein Sm-F

TcCLB.508209.140 - protein disulfide isomerase
TcCLB.511043.30 - chaperone DNAJ protein
TcCLB.506129.30 - trans-sialidase, putative

TcCLB.511025.50 - glucosamine-6-phosphate isomerase
TcCLB.506637.120 - hypothetical protein

TcCLB.507105.60 - hypothetical protein
TcCLB.508503.100 - hypothetical protein
TcCLB.504797.40 - thioredoxin, putative
TcCLB.506355.150 - hypothetical protein

TcCLB.510101.30 - 60S ribosomal protein L28
TcCLB.507681.150 - 40S ribosomal protein S24E

TcCLB.504423.10 - hypothetical protein
TcCLB.510879.190 - hypothetical protein
TcCLB.508475.10 - ribosomal protein S20

TcCLB.509213.70 - ribulose-5-phosphate 3-epimerase
TcCLB.506577.150 - hypothetical protein
TcCLB.507099.30 - Ran-binding protein 1

TcCLB.510323.20 - hypothetical protein
TcCLB.503727.10 - centrin, putative

TcCLB.506727.50 - hypothetical protein
TcCLB.506871.30 - ADP-ribosylation factor GTPase activating protein 1

TcCLB.510531.54 - small nuclear ribonucleoprotein
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Figure S7. Hierarchical clustering comparing LFQ values from chromatin-associated proteins of epimastigotes and trypomastigotes.



Figure S8. Recombinant proteins after affinity purification. The specific band of each protein was cut from the gel for

polyclonal antibody production. Molecular markers are indicated. TcCLB.506779.150 (15.6 kDa), TcCLB.509747.90 (47 kDa),

TcCLB.510513.40 (34 kDa), TcCLB.508177.70 (16.7 kDa), TcCLB.504001.20 (13 kDa) and TcCLB.511439.40 (52 kDa).

Proteins were loaded on a 15%SDS-PAGE or on a 10%SDS-PAGE for TcCLB.511439.40.



Figure S9. T. cruzi epimastigote or trypomastigote cells were submitted to a chromatin immunoprecipitation

assay using antibodies or pre-immune serum as indicated. After immunoprecipitation, cross-links were reversed,

and DNA was extracted and quantified. Graphs on A and B show the percentage of immunoprecipitated DNA

related to input.
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