
AtCPL1    1 M---YSNNRVEV----------------FHGDGRLGELEIYPSRELNQQQDDVMKQRKKK
AtCPL2    1 M--NRLGHKSVV----------------YHGDLRLGELDVNH---VSSSHEFRF-----P
OsCPL1    1 M--VMMMIKSVV----------------YYGSTSIGHVEVWP----KGGTDLAV---AAW
OsCPL2    1 MATPRAPPQAAVPGGGAGATAGGVTMRMFHGDVFLGEAEVFP---MKQGAEGSL---PFP

AtCPL1   42 QREVMELAKMGIRISHFSQSGERCPPLAILTTISSCGLCFKLEASP---SP-AQESLSLF
AtCPL2   35 NDEI--------RIHHLSPAGERCPPLAILQTIASFAVRCKLESSA----PVKSQELMHL
OsCPL1   36 AREI--------RVDHLSPPSERCPPLAVLHAVAAGGRCLVMESRPTATADEPPPPLVAM
OsCPL2   55 SNEI--------RISHLSPTSERCPPLAILQTIAPFSVRCKLQAKL---MP-PHPSLHRL

AtCPL1   98 YSSCLRDNKTAVMLLGGEELHLVAMYSENIKNDRPCFWAFSVAPGIYDSCLVMLNLRCLG
AtCPL2   83 HAVCFHELKTAVVMLGDEEIHLVAMPSKEKK--FPCFWCFSVPSGLYDSCLRMLNTRCLS
OsCPL1   88 HAACLRDGKTAVFPLGAEEIHLVAMTSKRNLPNLACFWGYKVPSGLYNSCLSMLNLRCLG
OsCPL2  103 YLTCFNEYKSAVVVVGDEELHLVAMPSKVEK--VPCFWCCSVRSGIYAASVGMLNLRCLA

               | | |
AtCPL1  158 IVFDLDETLVVANTMRSFEDKIDGFQRRINNEMDPQRLAVIVAEMKRYQDDKNLLKQYIE
AtCPL2  141 IVFDLDETLIVANTMKSFEDRIEALKSWISREMDPVRINGMSAELKRYMDDRMLLKQYID
OsCPL1  148 IVFDLDETLLVANTTRSFEDRIDALQRKLSNEIDPQHISGMSAEIKRYQEDKSILKQYIE
OsCPL2  161 IVFDLDETLIVANTMKSFEDRIEMLSRRMDIEDDPVRIAGMSAEIKRYIEDRELLKEFID

                                                                      |
AtCPL1  218 SDQVVENGEVIKVQSEIVPALSDNHQPLVRPLIRLQEKNIILTRINPMIRDTSVLVRMRP
AtCPL2  201 NDYAFDNGVLLKAQPEEVRPTSDGQEKVCRPVIRLPEKNTVLTRIKPEIRDTSVLVKLRP
OsCPL1  208 NDQVIDGGKVYKVQTEVIPPLPDNHQPMTRPIIRLQEKNIILTRINPLIRDTSVLVRLRP
OsCPL2  221 TDTVTDNGRIVGTQKEEVLPISGGQERVLRPVIRLPERNAILTRINPEVRDTSVFVKLRP

                           |      |     |        |
AtCPL1  278 SWEELRSYLTAKGRKRFEVYVCTMAERDYALEMWRLLDPEGNLINTNDLLARIVCVKSGF
AtCPL2  261 AWEELRSYLTAKTRKRFEVYVCTMAERDYALEMWRLLDPEAHLISLKELRDRIVCVKPDA
OsCPL1  268 AWEDLRSYLIARGRKRFEVYVCTMAERDYALEMWRLLDPDSRLINSVQLTDRLVCVKSGS
OsCPL2  281 AWEDLRSYLTAKGRKRFEVYVCTMAERDYALEMWRLLDPEANLISSHNLAERVVCVKSGS

             |                   ||
AtCPL1  338 KKSLFNVFLDGTCHPKMALVIDDRLKVWDEKDQPRVHVVPAFAPYYSPQAEAA-ATPVLC
AtCPL2  321 KKSLLSVFNGGICHPKMAMVIDDRMKVWEDKDQPRVHVVSAYLPYYAPQAETALVVPHLC
OsCPL1  328 RKSLLNVFHDGSCHPEMALVIDDRLKVWDEKDQCRVHVVPAFSPYYSPQAEANFSVPVLC
OsCPL2  341 KKCLQNVFKDKGCHPKMAMVIDDRLQVWDEKDQPRVHVVPAYTPYYAPQAEMANAVPVLC

AtCPL1  397 VARNVACGVRGGFFRDFDDSLLPRIAEISYENDAEDIPSPPDVSHYLVSEDDTSG-LNGN
AtCPL2  381 VARNVACNVRGYFFKEFDESLMSSISLVYYEDDVENLPPSPDVSNYVVIEDPGFA-SNGN
OsCPL1  388 FARNVACNVRGGFFKEFDEVLLPRISEIHYEDEINDFPSAPDVGNYLITEDENAAILNVN
OsCPL2  401 VARNVACNVRGGFFREFDENLLRKVFELMYENELLDLPYAPDVGDYLVCEDTNFA-PN-N

AtCPL1  456 KD-PLSFDGMADTEVERRLKEAISASSAVLPA-ANIDPRIAAPVQFPMASASSVSVPVPV
AtCPL2  440 INAPPINEGMCGGEVERRLNQAAAADHSTLPATSNAEQKPETP-----------------
OsCPL1  448 KD-PLAFDGMADAEVERRLKEVSCSVQAVNPIPTNADVMPVAP----------------N
OsCPL2  459 KDVAPIPEGMSGAEVGKRLN-------GLIKS-AN-DAYFYDD-----------------

AtCPL1  514 QVVQQAIQPSAMAFPSIPF---QQPQQPTSIAKHLVPS-EPSLQSSPAREEGEVPESELD
AtCPL2  483 ----------KPQIAVIP------NNASTATAAALLPSHKPSLLGAP-RRDG-----FTF
OsCPL1  491 QQLITSSVPEAPSLGMIPLNNDQGPQPPSSWPVAQSAPVDPS-QSSPAREEGEVPESELD
OsCPL2  493 ---------DGVALRGIP---------------------------------G--------

AtCPL1  570 PDTRRRLLILQHGQDTRDPAPSEPSFPQRPPVQAPPSHVQSRNGWFPVEEEMDPAQIRRA
AtCPL2  521 SDGGRPLM-MRPGVDIRNQNFNQPPILAKIPMQPPSSSMHSPGGWL-VDDENRPSFPGRP
OsCPL1  550 PDTRRRLLILQHGQDTRDPA---PPCPAGSPVQTSVLPVQSHGNWSHVEDEMNPRSLNRT
OsCPL2  503 ------------GTN-----------------------IQSNGG----------------

AtCPL1  630 VSKEYPLDSEMIHMEKHRPRHPSFFSKIDNSTQSDRMLHENRRPPKESLRRDEQLRSNNN
AtCPL2  579 -SGLYP---------SQFPHGTP------GSAPVGPFAHPSHLRSEEVAMDDDLKRQNPS
OsCPL1  607 -STGFHLESDDINYDKKQPHNPPYFPDEDNLITSDRYNRRIHRYPSQLPHSEDHHMLNRS
OsCPL2  512 ------------------------------------------------------------

AtCPL1  690 LPDSHPFYGEDA--SWNQSSSRNSDLDFLPERSVSATETSADVLHGIAIKCGAKVEYKPS
AtCPL2  623 ---RQTTEGGISQNHL-VSNGREHHTDG-GKSNGGQSHLFVSALQEIGRRCGSKVEFRTV
OsCPL1  666 SIAYRSFPGEDMGNRFGPSNHRSSKIEP-GHQFVQNAETSAGVLEEIAVECGFKVEYQST
OsCPL2  512 -------------------------------SLATTPSLFVTVLQEIGRLCESRV-----

AtCPL1  748 LVSSTDLRFSVEAWLSNQKIGEGIGKSRREALHKAAEASIQNLADGYMRANGDPGPSHRD
AtCPL2  678 ISTNKELQFSVEVLFTGEKIGIGMAKTKKDAHQQAAENALRSLAEKYV----------AH
OsCPL1  725 LCSTAELQFSIEVRILGEKVGEGIGKTRKAAKRQAVNMSLRNLAEKFL-------TSDPD
OsCPL2  536 -------------LFSNEKIGIGIGKTRDEAQVLAAEKALQNLESNYL-------SFMAP

AtCPL1  808 ATPFTNENISMGNANALNNQPFARDETALPVSSRPTD-----PRLEGSMRHTGSITALRE
AtCPL2  728 VAPLARET----EKGPENDNGFLWESSE-DVSNKGLEEEAPKENISEL
OsCPL1  778 KMMILKENGFSSNSNSFRYSGGSRDDTS-PVASTSNESRYMGERVDTLRKPAGSVAALKE
OsCPL2  576 VAGVLNKDV---NKPPGSGNGFLEDITL-------------SEDIS-MEEPSGS--TLKE

AtCPL1  863 LCASEGLEMAFQSQRQLPSDMVHRDELHAQVEIDGRVVGEGVGSTWDEARMQAAERALSS
AtCPL2
OsCPL1  837 LCTVEGYNLVFQEQPSRPRGSSGK-EAYAQVEIGGQILGKGVGATWEQAKLQAADEALGN
OsCPL2  617 ----QDHSKALDRLSSVIS--LIR-EL---AELGGQILGRGIDLNKDFAKLQAAEEALKT

AtCPL1  923 VRSMLGQPLHKRQGSPRSFGGMSN-KRLKPDFQRSLQRMPSSGRYS
AtCPL2
OsCPL1  896 LKSMLGIFAHKSSGFQRS-SV-SNFNRFKPDFQRSLQTIPSGWDSRNNGRVL
OsCPL2  667 LKTTTDPQIKKHLRPMQQLNFPLYPTEKALQIMDIIFTRSPEQEHISITTEMIEK
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