
Characteristics of the 3D profiles 
  
  
The possibility of extracting sets of residues associated to GO functions all across the 
entire GO hierarchy allow to study interesting characteristics of the structure-function 
relationship. 
  
As an example, the figure shows the relation between the entropy of a profile, and its 
level in the GO hierarchy. It is clear that more “specific” functions tend to be 
determined by a set of highly conserved residues, whereas less specific (broader) 
functions don’t. Although this is not new or unexpected, this approach allows to 
quantify it. 
  
Similar studies can be done relating the GO level of a profile and the closeness of the 
corresponding residues in 3D structure, their aminoacid type, etc. 

 
Entropy of the profiles (Y axis) at each GO level (X axis). The average for each level is shown. Entropy 
is shown in negative scale (0: full conservation). 
  


