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Supporting Fig. 1. Overall distribution of SAGE tag identities for 
mouse hypothalamus and neocortex SAGE libraries based on the 
Reference Sequence database at NCBI.  SAGE tags with a 
frequency of 2 or more were used for tag-to-gene matching to 
ensure removal of most sequencing artefacts.  The following three 
categories are listed in descending order of reliability: Reviewed, 
provisional, predicted.


