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Sample ID Gene symbol Amino acid change Effect Chromosome Position Reference allele Alternate allele Type of mutation Depth at mutation (x) Mutant allele fraction Cancer cell fraction CHASM FATHMM Loss of heterozygocity
(LOH)

Cancer5000-S 
genes

(Lawrence et al)

127 significantly
mutated genes
(Kandoth et al)

Cancer
Gene

Census
1-MGA FANCM p.Arg1645Cys missense_variant 14 45658158 C T SNV 426 11.97% 0.51 Passenger PASSENGER/OTHER . . . .
1-MGA LAMA5 p.Ala907Thr missense_variant 20 60909262 C T SNV 184 9.78% 0.43 Passenger PASSENGER/OTHER . . . .
1-MGA MACF1 p.Gly3580Asp missense_variant 1 39895535 G A SNV 544 12.32% 0.25 Passenger PASSENGER/OTHER . . . .
10-ACC DCHS2 p.Gly456fs frameshift_variant 4 155254495 GC G SNV 371 12.67% 0.37 . . LOH . . .
10-ACC LAMA5 p.Asp79Gly missense_variant 20 60942066 T C SNV 105 20.00% 1 Passenger PASSENGER/OTHER . . . .
10-ACC MACF1 p.Gly3580Asp missense_variant 1 39895535 G A SNV 373 4.56% 0.13 Passenger PASSENGER/OTHER . . . .
10-ACC NEB p.Gln660Glu missense_variant 2 152548795 G C SNV 245 11.02% 0.32 Passenger PASSENGER/OTHER . . . .
10-ACC PRKD1 .p.Arg172Ser intron_variant & missense_variant 14 30135304 G T SNV 280 11.79% 1 Passenger PASSENGER/OTHER . . . .
10-ACC TP53 p.Arg273His missense_variant 17 7577120 C T SNV 167 48.50% 0.93 Driver CANCER LOH TRUE TRUE TRUE
12-ACC EPPK1 p.Asp2378His missense_variant 8 144940290 C G SNV 614 8.79% 1 Passenger PASSENGER/OTHER . . . .
12-ACC HERC2 p.Leu1302Met missense_variant 15 28482208 G T SNV 33 6.06% 1 Passenger PASSENGER/OTHER . . . .
12-ACC MAP1A p.Ala2717Val missense_variant 15 43821962 C T SNV 47 31.91% 1 Passenger PASSENGER/OTHER LOH . . .
12-ACC NBPF1 p.His171Asn missense_variant 1 16914275 G T SNV 37 5.41% 1 . . . . . .
13-MGA CACNA1E p.Lys1349Glu missense_variant 1 181725147 A G SNV 281 6.05% 0.21 Passenger PASSENGER/OTHER LOH . . .
13-MGA ERBB3 p.Arg667Ser missense_variant 12 56489534 C A SNV 259 28.96% 1 Passenger CANCER . TRUE . .
13-MGA FGFR2 p.Ser252Trp missense_variant 10 123279677 G C SNV 326 26.07% 0.9 Driver CANCER . TRUE TRUE TRUE
13-MGA PIK3CA p.Glu542Gln missense_variant 3 178936082 G C SNV 211 8.06% 0.28 Driver CANCER LOH TRUE TRUE TRUE
13-MGA POLE p.Glu36Lys missense_variant 12 133257822 C T SNV 395 28.86% 1 Passenger PASSENGER/OTHER . TRUE . .
13-MGA PTEN p.His93Arg missense_variant 10 89692794 A G SNV 215 9.30% 0.32 Driver CANCER . TRUE TRUE TRUE
13-MGA SRCAP p.Gly1307Ser missense_variant 16 30734310 G A SNV 288 6.94% 0.24 Passenger CANCER . . . .
14-ACC CUBN p.Ile3556Thr missense_variant 10 16870901 A G SNV 859 2.79% 0.18 Passenger PASSENGER/OTHER . . . .
14-ACC CUBN p.Leu2280Phe missense_variant 10 16960783 G A SNV 561 3.92% 0.25 Passenger PASSENGER/OTHER . . . .
14-ACC INPP4B p.Gln306Lys missense_variant 4 143130100 G T SNV 462 21.65% 0.97 Passenger PASSENGER/OTHER LOH . . .
14-ACC PRKCD p.Thr609Ser missense_variant 3 53223971 C G SNV 610 3.61% 0.16 Passenger PASSENGER/OTHER LOH . . .
14-ACC TP53 p.Arg273Cys missense_variant 17 7577121 G A SNV 545 29.72% 1 Driver CANCER LOH TRUE TRUE TRUE

14-ACC-ICNST KMT2D p.Lys1686fs frameshift_variant 12 49438210 GT G Indel 881 13.96% 0.49 . . . TRUE TRUE TRUE
14-ACC-ICNST KMT2D p.Ser940fs frameshift_variant 12 49444551 TGA T Indel 377 11.14% 0.39 . . . TRUE TRUE TRUE
14-ACC-ICNST MDN1 p.Ser4730Leu missense_variant 6 90374253 G A SNV 451 23.95% 0.16 Passenger PASSENGER/OTHER . . . .
14-ACC-ICNST MDN1 p.Ala391Ser missense_variant 6 90499558 C A SNV 744 4.57% 0.3 Passenger PASSENGER/OTHER . . . .
14-ACC-ICNST RAD50 p.Ser560Arg missense_variant 5 131927613 T G SNV 174 62.64% 1 Passenger PASSENGER/OTHER . . . .

14-MGA ABCA13 p.His177Tyr missense_variant 7 48266919 C T SNV 73 13.70% 0.54 Passenger PASSENGER/OTHER . . . .
14-MGA AK9 p.Asp1498Tyr missense_variant 6 109827993 C A SNV 29 51.72% 0.96 Passenger PASSENGER/OTHER LOH . . .
14-MGA ATM p.Arg720Gly missense_variant 11 108126975 C G SNV 53 15.09% 0.44 Passenger PASSENGER/OTHER . TRUE TRUE TRUE
14-MGA CACNA1A p.Thr1344Ser missense_variant 19 13373619 T A SNV 120 11.67% 0.33 Passenger PASSENGER/OTHER . . . .
14-MGA CACNA1A p.Phe376Ser missense_variant 19 13445263 A G SNV 237 35.02% 1 Passenger PASSENGER/OTHER . . . .
14-MGA COL12A1 p.Val366Phe missense_variant 6 75893762 C A SNV 120 48.33% 0.9 Passenger PASSENGER/OTHER LOH . . .
14-MGA FBN1 p.Ile1859Leu missense_variant 15 48741061 T A SNV 41 82.93% 1 Passenger PASSENGER/OTHER LOH . . .
14-MGA FMN2 p.Pro1199Leu missense_variant 1 240371708 C T SNV 251 35.06% 1 Passenger PASSENGER/OTHER . . . .
14-MGA GRIN2A p.Thr888Met missense_variant 16 9858738 G A SNV 33 66.67% 1 Passenger CANCER LOH . . .
14-MGA MACF1 p.Gly3580Asp missense_variant 1 39895535 G A SNV 115 15.65% 0.29 Passenger PASSENGER/OTHER LOH . . .
14-MGA MED12 p.Trp439Leu missense_variant X 70342425 G T SNV 152 19.74% 0.57 Passenger PASSENGER/OTHER . TRUE . TRUE
14-MGA NEB p.Lys7431Glu missense_variant 2 152381763 T C SNV 60 8.33% 0.24 Passenger PASSENGER/OTHER . . . .
14-MGA NRAS p.Ser65Asn missense_variant 1 115256517 C T SNV 53 9.43% 1 Driver CANCER . TRUE TRUE TRUE
14-MGA TP53 p.Gly266Arg missense_variant 17 7577142 C T SNV 91 45.05% 0.84 Driver CANCER LOH TRUE TRUE TRUE

14-MGA-IDC BRCA2 p.Ala262Val missense_variant 13 32905159 C T SNV 52 9.62% 0.28 Passenger PASSENGER/OTHER LOH . TRUE TRUE
14-MGA-IDC CACNA1A p.Phe376Ser missense_variant 19 13445263 A G SNV 73 56.16% 1 Passenger PASSENGER/OTHER . . . .
14-MGA-IDC COL12A1 p.Val366Phe missense_variant 6 75893762 C A SNV 40 75.00% 1 Passenger PASSENGER/OTHER LOH . . .
14-MGA-IDC FBN1 p.Ile1859Leu missense_variant 15 48741061 T A SNV 28 64.29% 1 Passenger PASSENGER/OTHER LOH . . .
14-MGA-IDC FMN2 p.Pro1199Leu missense_variant 1 240371708 C T SNV 118 37.29% 1 Passenger PASSENGER/OTHER LOH . . .
14-MGA-IDC GRIN2A p.Thr888Met missense_variant 16 9858738 G A SNV 38 42.11% 1 Passenger CANCER . . . .
14-MGA-IDC RAD51B p.Gly113Arg missense_variant 14 68331741 G A SNV 40 15.00% 0.74 Passenger CANCER . . . TRUE
14-MGA-IDC SOS1 p.Ser1227* stop_gained 2 39213287 G C SNV 55 21.82% 1 . . . . . .
14-MGA-IDC TP53 p.Gly266Arg missense_variant 17 7577142 C T SNV 46 50.00% 1 Driver CANCER LOH TRUE TRUE TRUE

15-ACC HUWE1 p.Pro2571His missense_variant X 53587173 G T SNV 192 11.46% 1 Passenger PASSENGER/OTHER . . . .
15-ACC KMT2D p.Arg3982* stop_gained 12 49426544 G A SNV 227 36.12% 1 . . . TRUE TRUE TRUE
15-ACC TP53 p.Thr304fs frameshift_variant 17 7577028 T TTTAA Indel 142 51.41% 1 . . LOH TRUE TRUE TRUE

15-ACC-ICNST CBFB p.Gln117* stop_gained 16 67100651 C T SNV 217 63.59% 1 . . . TRUE TRUE TRUE
15-ACC-ICNST FANCM p.Arg1645Cys missense_variant 14 45658158 C T SNV 163 1.23% 1 Passenger PASSENGER/OTHER . . . .
15-ACC-ICNST TGFBR3 p.Leu30Pro missense_variant 1 92263001 A G SNV 149 18.12% 0.75 Passenger PASSENGER/OTHER LOH . . .

16-ACC CTNNB1 p.Lys335Thr missense_variant 3 41268766 A C SNV 234 32.48% 0.53 Passenger PASSENGER/OTHER LOH TRUE TRUE TRUE
16-ACC CTNNB1 p.Asn387Lys missense_variant 3 41274911 T A SNV 236 4.66% 0.08 Passenger CANCER LOH TRUE TRUE TRUE
16-ACC FGFR2 p.Ser252Trp missense_variant 10 123279677 G C SNV 536 36.94% 0.98 Driver CANCER . TRUE TRUE TRUE
16-ACC PGR p.Gln787Lys missense_variant & splice_region_variant 11 100920789 G T SNV 293 25.94% 0.68 Passenger PASSENGER/OTHER . . . .
16-ACC PIK3CA p.Glu542Lys missense_variant 3 178936082 G A SNV 314 54.14% 1 Driver CANCER LOH TRUE TRUE TRUE
16-ACC TP53 p.Val157Asp missense_variant 17 7578460 A T SNV 626 44.09% 0.71 Driver CANCER LOH TRUE TRUE TRUE

16-ACC-metaplastic BRCA2 p.Ala262Val missense_variant 13 32905159 C T SNV 31 3.23% Passenger PASSENGER/OTHER . . TRUE TRUE
16-ACC-metaplastic CTNNB1 p.Lys335Thr missense_variant 3 41268766 A C SNV 23 65.22% 1 Passenger PASSENGER/OTHER LOH TRUE TRUE TRUE
16-ACC-metaplastic ERBB3 p.Arg667Ser missense_variant 12 56489534 C A SNV 57 1.75% Passenger CANCER LOH TRUE . .
16-ACC-metaplastic FGFR2 p.Ser252Trp missense_variant 10 123279677 G C SNV 136 38.97% 1 Driver CANCER LOH TRUE TRUE TRUE
16-ACC-metaplastic PGR p.Gln787Lys missense_variant & splice_region_variant 11 100920789 G T SNV 50 28.00% 0.75 Passenger PASSENGER/OTHER . . . .
16-ACC-metaplastic PIK3CA p.Glu542Lys missense_variant 3 178936082 G A SNV 42 69.05% 1 Driver CANCER LOH TRUE TRUE TRUE
16-ACC-metaplastic RAD50 p.Ser560Arg missense_variant 14 131927613 T G SNV 34 2.94% 1 Passenger PASSENGER/OTHER . . . .
16-ACC-metaplastic TP53 p.Val157Asp missense_variant 17 7578460 A T SNV 150 60.67% 1 Driver CANCER LOH TRUE TRUE TRUE

17-ACC AKT2 p.Ala179fs frameshift_variant 19 40747876 TTCATGGC T Indel 146 13.01% 0.92 . . . . . TRUE
17-ACC BRCA1 p.Glu1419* stop_gained 17 41234523 C A SNV 76 71.05% 1 . . LOH TRUE TRUE TRUE
17-ACC ERBB4 p.Gly6Val missense_variant 2 213403238 C A SNV 311 62.70% 1 Passenger CANCER . . TRUE .
17-ACC ESR1 p.Met439Ile missense_variant 6 152382201 G T SNV 40 12.50% 0.52 Passenger PASSENGER/OTHER LOH . . .
17-ACC MTOR p.Arg53Gly missense_variant 1 11319310 G C SNV 126 14.29% 0.87 Passenger CANCER . TRUE TRUE .
17-ACC TP53 p.Pro250fs frameshift_variant 17 7577530 TG T Indel 175 68.00% 1 . . LOH TRUE TRUE TRUE
17-ACC TP53BP1 p.Tyr1605Cys missense_variant 15 43708482 T C SNV 96 5.21% 1 Passenger PASSENGER/OTHER . . . .
20-MGA CREBBP p.Asp1665Asn missense_variant 16 16 C T SNV 104 11.22% 0.27 . PASSENGER/OTHER . . . .
20-MGA KDM6A p.Pro510Leu missense_variant X 44920612 C T SNV 179 3.91% 0.15 Passenger PASSENGER/OTHER . TRUE TRUE TRUE
27-MGA CHD7 p.Thr335Arg missense_variant 8 61654995 C G SNV 887 25.00% 1 Passenger PASSENGER/OTHER . . . .
27-MGA KMT2C p.Asp4530His missense_variant 7 151845424 C G SNV 275 3.64% 0.08 Passenger PASSENGER/OTHER LOH TRUE TRUE TRUE
27-MGA TP53 p.Cys176Phe missense_variant 17 7578403 C A SNV 155 65.81% 1 Driver CANCER LOH TRUE TRUE TRUE

27-MGA-metaplastic ABCA13 p.Arg3784Gln missense_variant 7 48427434 G A SNV 149 8.05% 0.28 Passenger PASSENGER/OTHER . . . .
27-MGA-metaplastic ABCB1 p.Arg157Gly missense_variant 7 87196162 G C SNV 138 22.46% 0.77 Passenger PASSENGER/OTHER . . . .
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27-MGA-metaplastic ERCC2 p.Asp245Asn missense_variant 19 45867575 C T SNV 79 6.33% 0.15 Passenger PASSENGER/OTHER LOH TRUE TRUE TRUE
27-MGA-metaplastic RAD51B p.Asp210His missense_variant 14 68353793 G C SNV 133 6.77% 0.17 Passenger PASSENGER/OTHER LOH . . TRUE
27-MGA-metaplastic TP53 p.Cys176Phe missense_variant 17 7578403 C A SNV 84 54.76% 1 Driver CANCER LOH TRUE TRUE TRUE

4-MGA ERCC3 p.Lys597Gln missense_variant 2 128030479 T G SNV 141 13.48% 0.83 Passenger PASSENGER/OTHER . . . TRUE
4-MGA HRNR p.Ser438Thr missense_variant 1 152192792 C G SNV 91 14.29% 0.88 Passenger PASSENGER/OTHER . . . .
4-MGA SPTA1 p.Arg156Trp missense_variant 1 158651382 G A SNV 113 34.51% 1 Passenger PASSENGER/OTHER . . . .
4-MGA TP53 p.Tyr163Cys missense_variant 17 7578442 T C SNV 117 46.15% 1 Driver CANCER LOH TRUE TRUE TRUE
4-MGA XPC p.Arg393Gly missense_variant 3 14200206 G C SNV 83 13.25% 0.68 Passenger PASSENGER/OTHER LOH . . TRUE
5-MGA LAMA5 p.Asp79Gly missense_variant 20 60942066 T C SNV 48 20.83% 0.84 Passenger PASSENGER/OTHER . . . .
5-MGA MED12 p.Asp1204Glu missense_variant X 70349200 C A SNV 62 22.58% 0.91 Passenger PASSENGER/OTHER . TRUE . TRUE
5-MGA MXRA5 p.Glu58Lys missense_variant X 3261703 C T SNV 91 20.88% 0.84 Passenger PASSENGER/OTHER . TRUE . .
5-MGA TP53 p.Leu265fs frameshift_variant 17 7577146 T TA Indel 50 38.00% 1 . . LOH TRUE TRUE TRUE
5-MGA TSC2 p.Ala289Val missense_variant 16 2108765 C T SNV 78 20.51% 0.82 Passenger PASSENGER/OTHER LOH . . TRUE

5-MGA-DCIS AHNAK2 p.Pro3265Ser missense_variant 14 105411995 G A SNV 98 43.88% 1 Passenger PASSENGER/OTHER LOH . . .
5-MGA-DCIS BRIP1 p.Lys1086Arg missense_variant 17 59761150 T C SNV 194 22.16% 1 Passenger PASSENGER/OTHER . . . TRUE
5-MGA-DCIS KMT2C p.Arg.894Gln missense_variant 7 151932990 C T SNV 80 3.75% 1 Passenger . . . . .
5-MGA-DCIS TP53 p.Val173Leu missense_variant 17 7578413 C A SNV 180 30.56% 1 Driver CANCER LOH TRUE TRUE TRUE
5-MGA-DCIS ZFHX3 p.Lys801Asn missense_variant 16 72991642 T A SNV 139 22.30% 1 Passenger PASSENGER/OTHER . TRUE . .
5-MGA-DCIS ZFHX4 p.Asp2894Glu missense_variant 8 77767839 C A SNV 222 17.12% 1 Passenger PASSENGER/OTHER . . . .
5-MGA-IDC FANCD2 p.Glu807Asp missense_variant 3 10108928 G T SNV 198 5.05% 0.16 Passenger PASSENGER/OTHER . . . TRUE
5-MGA-IDC KMT2D p.Thr2017Ser missense_variant 12 49435931 G C SNV 105 10.48% 0.34 Passenger PASSENGER/OTHER LOH TRUE TRUE TRUE
5-MGA-IDC LAMA5 p.Asp79Gly missense_variant 20 60942066 T C SNV 105 20.00% 0.84 Passenger PASSENGER/OTHER . . . .
5-MGA-IDC MDN1 p.Ala1405Ser missense_variant 6 90453399 C A SNV 142 23.24% 0.75 Passenger PASSENGER/OTHER . . . .
5-MGA-IDC MED12 p.Asp1204Glu missense_variant X 70349200 C A SNV 157 18.47% 0.6 Passenger PASSENGER/OTHER . TRUE . TRUE
5-MGA-IDC MSH2 p.Asp502His missense_variant 2 47690287 G C SNV 123 4.07% 0.13 Passenger CANCER . . . TRUE
5-MGA-IDC MXRA5 p.Glu58Lys missense_variant X 3261703 C T SNV 214 20.56% 0.66 Passenger PASSENGER/OTHER . TRUE . .
5-MGA-IDC SOS1 p.Gly597Ala missense_variant 2 39249779 C G SNV 134 11.94% 0.38 Passenger PASSENGER/OTHER . . . .
5-MGA-IDC TP53 p.Leu265fs frameshift_variant 17 7577146 T TA Indel 158 17.09% 0.55 . . . TRUE TRUE TRUE
5-MGA-IDC TSC2 p.Ala289Val missense_variant 16 2108765 C T SNV 215 33.95% 1 Passenger PASSENGER/OTHER . . . TRUE

7-ACC TP53 p.Arg273Cys missense_variant 17 7577121 G A SNV 77 55.84% 1 Driver CANCER LOH TRUE TRUE TRUE
7-MGA PTEN p.Met134Ile missense_variant 10 89692918 G T SNV 892 32.06% 0.96 Driver CANCER LOH TRUE TRUE TRUE
7-MGA TP53 p.Arg175His missense_variant 17 7578406 C T SNV 687 51.97% 1 Driver CANCER LOH TRUE TRUE TRUE

7-MGA-metaplastic APC p.Ser1539* stop_gained 5 112175907 C G SNV 516 43.60% 1 . . LOH TRUE TRUE TRUE
7-MGA-metaplastic CDKN2A p.Arg80* stop_gained 9 21971120 G A SNV 90 47.78% 1 . PASSENGER/OTHER LOH TRUE TRUE TRUE
7-MGA-metaplastic PTEN p.Met134Ile missense_variant 10 89692918 G T SNV 688 31.10% 1 Driver CANCER . TRUE TRUE TRUE
7-MGA-metaplastic TP53 p.Arg175His missense_variant 17 7578406 C T SNV 215 50.70% 1 Driver CANCER LOH TRUE TRUE TRUE

8-MGA BRCA1 p.Leu1525fs frameshift_variant 17 41226510 CT C Indel 218 41.74% 1 . . LOH TRUE TRUE TRUE
8-MGA NCOA3 p.Pro973Leu missense_variant 20 46268531 C T SNV 186 8.06% 0.3 Passenger PASSENGER/OTHER . . . .
8-MGA TP53 p.Arg175His missense_variant 17 7578406 C T SNV 191 51.83% 1 Driver CANCER LOH TRUE TRUE TRUE
8-MGA XPC p.Lys391Asn missense_variant 3 14200210 C G SNV 235 10.21% 0.39 Passenger PASSENGER/OTHER . . . TRUE

8-MGA-IDC BRCA1 p.Leu1525fs frameshift_variant 17 41226510 CT C Indel 331 46.53% 1 . . LOH TRUE TRUE TRUE
8-MGA-IDC MACF1 p.Ile3806Ser missense_variant 1 39900123 T G SNV 221 25.34% 1 Passenger PASSENGER/OTHER LOH . . .
8-MGA-IDC TP53 p.Arg175His missense_variant 17 7578406 C T SNV 220 36.82% 1 Driver CANCER LOH TRUE TRUE TRUE

9-ACC CDH1 p.Leu669His missense_variant 16 68857371 T A SNV 690 10.87% 0.5 Passenger PASSENGER/OTHER . TRUE TRUE TRUE
9-ACC EPPK1 p.Cys1423Arg missense_variant 8 144943155 A G SNV 841 17.95% 1 Passenger PASSENGER/OTHER . . TRUE .
9-ACC ERBB4 . splice_acceptor_variant & intron_variant 2 212484001 C A SNV 239 46.03% 1 . . . . TRUE .
9-ACC TP53 p.Met237Ile missense_variant 17 7577570 C T SNV 568 35.74% 0.92 Driver CANCER LOH TRUE TRUE TRUE

9-ACC-ICNST AK9 p.Ile181Thr missense_variant 6 109980519 A G SNV 102 16.67% 0.71 Passenger PASSENGER/OTHER . . . .
9-ACC-ICNST ERBB4 . splice_acceptor_variant & intron_variant 2 212484001 C A SNV 83 66.27% 1 . . . . TRUE .
9-ACC-ICNST KMT2D p.Ser843fs frameshift_variant 12 49444938 GA G Indel 140 15.00% 0.49 . . LOH TRUE TRUE TRUE
9-ACC-ICNST PIK3CA p.Glu542Lys missense_variant 3 178936082 G A SNV 128 25.00% 1 Driver CANCER . TRUE TRUE TRUE
9-ACC-ICNST TP53 p.Met237Ile missense_variant 17 7577570 C T SNV 107 88.79% 1 Driver CANCER . TRUE TRUE TRUE

9-MGA INPP4B p.Asn223Tyr missense_variant 4 143181666 T A SNV 51 13.73% 1 . PASSENGER/OTHER . . . .
9-MGA-DCIS DCHS2 p.Ile415Met missense_variant 4 155254618 A C SNV 87 9.20% 1 Passenger PASSENGER/OTHER . . . .
9-MGA-DCIS MACF1 p.Gly3580Asp missense_variant 1 39895535 G A SNV 107 12.15% 1 Passenger PASSENGER/OTHER . . . .
9-MGA-DCIS MAP2K2 p.Asp311Tyr missense_variant 19 4097330 C A SNV 188 4.79% 1 Passenger CANCER . . . TRUE
9-MGA-DCIS PRKCG p.Ala651Val missense_variant 19 54410007 C T SNV 97 8.25% 1 Passenger PASSENGER/OTHER . . . .


