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Figure S1. Alignments of C. bowringi FAS protein sequences. Alignment was performed in MEGA 4.1 and Genedoc Version 2. C. bowringi, KU516006,
KX467777; Tribolium castaneum, XP_015836196.1, XP_008200285.1; Agrotis ipsilon, AGR49310.1; Acyrthosiphon pisum, XP_008187030.1.
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Figure S2. Gene identification of C. bowringi SOD and GST. Phylogenetic tree analysis of SOD (A) and
GST (B). Red triangles denote C. bowringi SOD and GST proteins. Alignment was performed in MEGA 4.1
and Genedoc Version 2. The proteins of SOD are as followings, Monomorium pharaonis, XP 012532929.1;
\ollenhovia emeryi, XP 011875619.1; Pelodiscus sinensis, AGC24778.1; Dastarcus helophoroides,
AI1G92782.1; Anopheles darlingi, ETN65899.1; Bactrocera dorsalis, AGE89778.1; Tribolium castaneum,
KYB25410.1; Phaedon cochleariae, AEY77316.1; Chrysomela populi, ALR99790.1; Chrysomela lapponica,
ALN12438.1. The proteins of GST are as followings, Dendroctonus armandi, AIC76455.1; Leptinotarsa
decemlineata, ABK20174.1; Oryctes borbonicus, KRT82966.1; Tribolium castaneum, XP 966966.2;
Tenebrio molitor, AIL23539.1; Mayetiola destructor, AAR99711.1; Plutella xylostella, AHW45903.1;
Bactrocera oleae, XP 014094840.1; Musca domestica, AAD54938.1; Manduca sexta, AAF16718.1.



Figure S3
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Figure S3. Schematic diagram of deduced domains of FASs of Tribolium castaneum (A) and Bactrocera dorsalis (B). FASs protein sequences were download
from NCBI database and the protein domains were predicted with SMART tool. ks, ketoacyl-synt (pfam00109); KsC, Ketoacyl-synt C (pfam02801); KCa,
KAsynt_C_assoc (pfam16197); Atl, Acyl_transf 1 (pfam00698); P_ER, PKS_ER (smart00829); P_KR, PKS_KR (smart00822); Pb, PP-binding (pfam00550);
Th, Thioesterase (pfam00975); P_KS, PKS_KS (cd00833).



Table S1. Primers used in cloning C. bowringi cDNAs.

Primers

Sequences (5°-37)

FAS2-cloF
FAS2-cloR
SOD-cloF
SOD-cloR
GST-cloF

GST-cloR

gttcctaacaggcaaaattg
ttcggttccccaaatagaaaca
atattcgtggttgcagcttc
tattccgatgactccacagg
atgagtcccaagttgtacatg

cttggacaatgttggttgca




