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Additional file 1: Table S1 Sampling locations of the nine study populations of

Arabidopsis halleri.
Population Location Longitude Latitude Altitude  Sampling

[E] [N] [ma.s.l] year
Aha09" Vicosoprano (CH) 9°39'31.3"  46°22'9.3" 1403 2010
Aha11™? Brusio (CH) 10°6'22.0"  46°16'39.0" 1070 2010
Aha18’ Chironico (CH) 8°49'33.8"  46°24'57.4" 850 2010
Aha19' Poschiavo (CH) 10°1'21.2"  46°24'40.5" 2308 2010
Aha21' Vicosoprano (CH) 9°37'51.0"  46°22'0.6" 1610 2011
Aha31™? Castasegna (CH) 9°31'18.2"  46°20'12.5" 790 2011
AhaN1 Brusio (CH) 10°6'2.7" 46°16'31.1" 987 2012
AhaN3 St. Moritz (CH) 9°49'38.4"  46°29'57.3" 2068 2012
AhaN4 Passo di Foscagno (l) 10°13'20.2" 46°29'28.1" 2155 2012
1 Samples also used in Fischer et al. [1]
2 Samples also used in Rellstab et al. [2]
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