
 
(A) 
 
 
CgNdc10p    1 ----------------------MISKDNEIRKLMESVAPIKVHQYKSYYMKYIEWCEQKE 
ScNdc10p    1 MRSSILFLLKLMKIMDVQQQQEAMSSEDRFQELVDSLKPRTAHQYKTYYTKYIQWCQLNQ 
 
 
CgNdc10p   39 LLSFESNS---SIPYENVPLLPQLVHLFLLECVIKWPIVAS----------------DVN 
ScNdc10p   61 IIPTPEDNSVNSVPYKDLPISAELIHWFLLDTLITDDKPGEKREETEDLDEEEENSFKIA 
 
 
CgNdc10p   80 ELQIYIESFRFLKKLCDIHSEVDPNSEFDDYITDVLELHRRWDSLLKDESQSSQLN---- 
ScNdc10p  121 TLKKIIGSLNFLSKLCKVHENPNAN-IDTKYLESVTKLHTHWIDSQKAITTNETNNTNTQ 
 
 
CgNdc10p  136 ----KMATLSINMWNSNTQELSDKYFKTSMEKLRFLTDYHFYTLLNWPYKERSKLKLSHL 
ScNdc10p  180 VLCPPLLKVSLNLWNPETNHLSEKFFKTCSEKLRFLVDFQLRSYLNLSFEERSKIRFGSL 
 
 
CgNdc10p  192 KVHNVENDENSLNAYRLIIINDDG---AVQGTVIPHDCPLICPITTLAAYLYLRFYGVKP 
ScNdc10p  240 KLGKRDRDAIIYHKVTHSAEKKDTPGHHQLLALLPQDCPFICPQTTLAAYLYLRFYGIPS 
 
 
CgNdc10p  249 IYRGDGFPELTKD------FDLPLIRGKSLKDYPREETLGNYYSSAFKYCSLEYKRRVYL 
ScNdc10p  300 VSKGDGFPNLNADENGSLLQDIPILRGKSLTTYPREETFSNYYTTVFRYCHLPYKRREYF 
 
 
CgNdc10p  303 HGSSDEKNGVKNIRYPDTSNPAYKEFLTDYPNN--EEMKFDRLFPAHIPLDYERIFNYSN 
ScNdc10p  360 N--------KCNLVYPTWDEDTFRTFFNEENHGNWLEQPEAFAFPDKIPFDFKKIMNFKS 
 
 
CgNdc10p  361 YDGVQDGLTIPEITELPPNDLLVQVFPEIEKYKRESYNILTTKSKEFLKVLEVLRNVLVI 
ScNdc10p  412 PYTSYS-TNAKKDPFPPPKDLLVQIFPEIDEYKRHDYEGLSQNSRDFLDLMEVLRERFLS 
 
 
CgNdc10p  421 NLPWIYRYFPDHEIFSDQTSIFQNSDFVSYFNERIALISNNDSTIDINSIPPPLRNIPGY 
ScNdc10p  471 NLPWIYKFFPNHDIFQDP--IFGNSDFQSYFNDKTIHSK--------GSPILSFDILPGF 
 
 
CgNdc10p  481 HTGLIENNIMLQYLVEPNFKAGVKSDSIPSVHDSIYNIPVTGNEGQSSSVALAPPITNNS 
ScNdc10p  521 NKIYKNKTNFYSLLIERPSQLTFASSHNPDTHPTQK-----QESEGPLQMSQLDTTQLNE 
 
 
CgNdc10p  541 GWKKEAFKLVQFQTLSNFNPMIDTFKKVFEKLDMKRSTREFIINKFETLTKYVNARLNSV 
ScNdc10p  576 LLKQQSFEYVQFQTLSNFQILLSVFNKIFEKLEMKKSSRGYILHQLNLFKITLDERIKKS 
 
 
CgNdc10p  601 TSEEITSYFDDILEKKNGLRYINKESNSVDKQISGRDVVDNLKRKKQKQKRRFKLLSVDD 
ScNdc10p  636 KIDDADKFIRDNQP----IKK--EEN------IVNEDGPNTSRRTKRPKQIRLLSIADSS 
 
 
CgNdc10p  661 SSSGTDDANEDSVNDSSTESDSSTDDLHEEENAMQEQISSMIDELVTKKLSTLFDVKFEQ 
ScNdc10p  684 DESSTEDSNVFKKDGESIEDGAYGENEDENDSEMQEQLKSMINELINSKISTFLRDQMDQ 
 
 
CgNdc10p  721 MEMKLESLVKNTVSEKFNHYIAQESKKRS----------------YEGDFEIDNTKKIRK 
ScNdc10p  744 FELKINALLDKILEEKVTRIIEQKLGSHTGQFSTLKRPQLYMTEEHNVGFDMEVPKKLRT 
 
 
CgNdc10p  765 SIDDGIKEKFNDKVNTSSTGAEEEH------------FVFRMADTLDSIDEIIQEWYTPD 
ScNdc10p  804 SGKYAETVKDNDDHQAMSTTASPSPEQDQEAKSYTDEQEFMLDKSIDSIEGIILEWFTPN 
 
 
 



CgNdc10p  813 PKQGNMCVHSMNKKYKSKWRTGFEKIYRERKPIVDFFIYLVNMEKLSRSKALSICWELKS 
ScNdc10p  864 AKYANQCVHSMNKSGNKSWRANCEALYKERKSIVEFYIYLVNHESLDRYKAVDICEKLRD 
 
 
CgNdc10p  873 QNNFTVSELSAYLKSWKEKNNSTFVGLLNQIQHT 
ScNdc10p  924 QNEGSFSRLAKFLRKWRHDHQNSFDGLLVYLSN- 
 
 
 



 
(B) 
 
 
CgCep3p    1 MFQRPLPTKSNRPCSVCSKRKVKCDRLVPCGHCRKRGTESECVQSAISANKGNHESEKGY 
ScCep3p    1 MFNRTTQLKSKHPCSVCTRRKVKCDRMIPCGNCRKRGQDSECMKSTKLITAS---SSKEY 
 
 
CgCep3p   61 LSGLLRFWQSYEYWIPNIGLFKSQKLKYENNEV-LDYLNVEAQFWESSITETGSYKLLNY 
ScCep3p   58 LPDLLLFWQNYEYWITNIGLYKTKQRDLTRTPANLDTDTEECMFWMNYLQKDQSFQLMNF 
 
 
CgCep3p  120 TIENLGTLYFGCIGDVTELYKILEQYWDIKEDQSSKLPFSDSDKCYSRALLWSIFTMGVY 
ScCep3p  118 AMENLGALYFGSIGDISELYLRVEQYWDRRADKN-----HSVDGKYWDALIWSVFTMCIY 
 
 
CgCep3p  180 YCPKELLDGIISIDKVRDFT--KKQTLTEEQIRCKIYEGFITTTIDSLYRCNFMAQPDIR 
ScCep3p  173 YMPVEKLAEIFSVYPLHEYLGSNKRLNWEDGMQLVMCQNFARCSLFQLKQCDFMAHPDIR 
 
 
CgCep3p  238 FIQTYIILSTTLYSFQFPIQANMILTNAMYVTKLLSATVISASNSEDIIGSIANESLNRL 
ScCep3p  233 LVQAYLILATTTFPYDEPLLANSLLTQCIHTFKNFHVDDFRPLLNDDPVESIAKVTLGRI 
 
 
CgCep3p  298 WYRICACDYIQEGPNXSIDFNRELGSLLKHAAYLEDLPSTDVYKEEDNYEILFWKLLSLD 
ScCep3p  293 FYRLCGCDYLQSGPRKPIALHTEVSSLLQHAAYLQDLPNVDVYREENSTEVLYWKIISLD 
 
 
CgCep3p  358 RDIDQYLNNGLKPPPKTLDAVQREVDIYTQKVSNLEEDQKSINSKFEKFLGHFILYTVSW 
ScCep3p  353 RDLDQYLNKSSKPPLKTLDAIRRELDIFQYKVDSLEEDFRSNNSRFQKFIALFQISTVSW 
 
 
CgCep3p  418 KIQKLQIIFYDNKVSLNKLIRITKNIIKLLVKNFEHGHDTFNKHPLVIYYLSRVATFTNF 
ScCep3p  413 KLFKMYLIYYDTADSLLKVIHYSKVIISLIVNNFHAKSEFFNRHPMVMQTITRVVSFISF 
 
 
CgCep3p  478 YHIFENSVEIHEIVLDINELIVNLPPIFGNHLENLKYIIFRFTLLRKEFGKTDVVDTGGE 
ScCep3p  473 YQIFVESAAVKQLLVDLTELTANLPTIFGSKLDKLVYLTERLSKLKLLWDKVQLLDSGDS 
 
 
CgCep3p  538 FQHPVFKVLQNDVATISKSNNKLNYLLKGLGSLIPGKSIGEG--IYEEDEDSMLDPTILE 
ScCep3p  533 FYHPVFKILQNDIKIIELKNDEMFSLIKGLGSLVPLNKLRQESLLEEEDENNTEPSDFRT 
 
 
CgCep3p  596 IVSEFEEKYPIDRVI- 
ScCep3p  593 IVEEFQSEYNISDILS 
 
 
 



(C) 
 
 
CgCtf13p    1 MVEERFNTLRFLDQPYEVRKLVYYHLDGQYTNANPPALDALYHG-AIEIPNVRDYGGSKK 
ScCtf13p    1 --MPSFNPVRFLELPIDIRKEVYFHLDGNFCGAHPYPIDILYKSNDVELPGKPSYKRSKR 
 
 
CgCtf13p   60 VKKYYRQLVKKLYPLFEQYLQNFQYSPAMIESWLEYSLWLRYDAIVLDSLRLNHLYDGEL 
ScCtf13p   59 SKK----LLRYMYPVFATYLNIFEYSPQLIEKWLEYAFWLRYDCLVLDCFKVNHLYDGTL 
 
 
CgCtf13p  120 VGPLDWIEIDGDLRLAVINKLYMLQVWYSYGEYKRWVIRNNITDYGDMELG-YLRLNLEM 
ScCtf13p  115 IDALEWTYLDNELRLAYFNKASMLEVWYTFKEYKKWVIDSVAFDELDLLNVSNIQFNIDN 
 
 
CgCtf13p  179 QRDGQIPNIIQKLRKKEQLNLISEINFTTN--------IDTVTNGNANGHVKRGTNLKRA 
ScCtf13p  175 LTPQLVDKCLSILEQKDLFATIGEVQFGQDEEVGEEKDVDVSGANSDENSSPSSTIKNKK 
 
 
CgCtf13p  231 RSDSPDVYLEDPMVKERYQIPNDPALTETIVNLEEMKQVSSLSVRGKNLYESLINVHGAR 
ScCtf13p  235 RSASKRSHSDNGNVGATHNQLTSISVIRTIRSMESMKSLRKITVRGEKLYELLINFHGFR 
 
 
CgCtf13p  291 DNPGRTISYISRRRVMRIAMNQVLNPSETGLADLTKWVNLRVISINDCGFIDLNKLILPS 
ScCtf13p  295 DNPGKTISYIVKRRINEIRLSRMNQISRTGLADFTRWDNLQKLVLSRVAYIDLNSIVFPK 
 
 
CgCtf13p  351 KAISLSLSNIRELRWWEFEMDSAIQAQFQQNKLLPYRPLFDLCEAGIHY--------TLD 
ScCtf13p  355 NFKSLTMKRVSKIKWWNIEENILKELKVDKRTFKSLYIKEDDSKFTKFFNLRHTRIKELD 
 
 
CgCtf13p  403 KKSISLVELKKFQTTIWKKLQALNWIKINNVAMISNKFIVIPKTLYESKRTVIFSTTVHS 
ScCtf13p  415 KSEINQITYLRCQAIVWLSFRTLNHIKLQNVSEVFN-NIIVPRALFDSKRVEIYRCEKIS 
 
 
CgCtf13p  463 NIVVI 
ScCtf13p  474 QVLVI 
 
 
 



(D) 
 
CgMif2p    1 MDYMNLGLRSRKTGIDVKK--FKDEYSMENIDDFFKDDDTSFLSRR-KSRKSSLLPEADI 
ScMif2p    1 MDYMKLGLKSRKTGIDVKQDIPKDEYSMENIDDFFKDDETSLISMRRKSRRKSSLFLPST 
 
 
CgMif2p   58 QN---RILPSPLTKQHNVRDTDGFKVPQSIN-VSHRSTIERAPTEFQN-SVISEDIPEVI 
ScMif2p   61 LNGDTKNVLPPFLQSYKSQDDEVVQSPSGKGDGSRRSSLLSHQSNFLSPANDFEPIEEEP 
 
 
CgMif2p  113 PYEGQSATPDRNIEPIDEDELANMPKPRYRSQYNLGAGNDDTDLINLTPEKDG-RGTYND 
ScMif2p  121 EQEENDIRGNDFATPITQKLSKPTYKRKYSTRYSLDTS--ESPSVRLTPDRITNKNVYSD 
 
 
CgMif2p  172 VPDLIDDEGDTSKDNTTFNTSDHAMLEDEVED-GFVLESEEDRDYMESDEGSLADDTDDA 
ScMif2p  179 VPDLVADEDDDDRVNTSLNTSDNALLEDELEDDGFIPESEEDGDYIESDS-SLDSGSDSA 
 
 
CgMif2p  231 SDSGDDIGTQFAAEINRPGNESPLSSDDEDYISENSTGHNRLEDEIDNPSLPTRLSKPYD 
ScMif2p  238 SDSDGDNTYQEVEEEAEVN----TNDNEDDYIRRQASDVVRTDSIIDR------------ 
 
 
CgMif2p  291 IVDGVRRSKRVKIPPLEYWRNEKIQYKRRRNEPVLDIDKVITYNHSESEEESEEEQKKVK 
ScMif2p  282 --NGLRKSTRVKVAPLQYWRNEKIVYKRKSNKPVLDIDKIVTYDESEDEEEILAAQRRKK 
 
 
CgMif2p  351 KQRKPVTRTRPYNYVPNGRPRGRPRKN-------ISDDPNGNLIKKIENGEEPKGEWLKH 
ScMif2p  340 QKKKPTP-TRPYNYVPTGRPRGRPKKDPNAKENLIPEDPNEDIIERIESGGIENGEWLKH 
 
 
CgMif2p  404 GMLEATVKN--LHGEAKTELVAMAPNVSQSEETKASGEDDYSIEILFDKYNEAFASGMLK 
ScMif2p  399 GILEANVKISDTKEETKDEIIAFAPNLSQTEQVKDTKDENFALEIMFDKHKEYFASGILK 
 
 
CgMif2p  462 VPVD-GRKSPADSNTAFITFHVLDGIVEVTLDGKNFICTKGSSFQIPAYNEYAFANIGSN 
ScMif2p  459 LPAISGQKKLSNSFRTYITFHVIQGIVEVTVCKNKFLSVKGSTFQIPAFNEYAIANRGND 
 
 
CgMif2p  521 EVRMFFVQVSPPSDFHSEHY----------- 
ScMif2p  519 EAKMFFVQVTVSEDANDDNDKELDSTFDTFG 
 
 
 



(E) 
 
CgCse4p    1 MSTRQAVFERDVDEDRWPRSARGLAGVNTVFEGDSEINSKAMRLLEKTRHRRNLLNRRED 
ScCse4p    1 MSSKQQWVSSAIQSD---SSGRSLSNVNRLAGDQQSINDRALSLLQRTRATKNLFPRREE 
 
 
CgCse4p   61 RRRYLGGVKAKAIESDYYHRNQLPSSYDAGNDDFEPINNSHVESEEENKRLPEKYSLDKY 
ScCse4p   58 RRRYESSKSDLDIETDYEDQAGN------LEIETENEEEAEMETEVPAPVRTHSYALDRY 
 
 
CgCse4p  121 VKRSRKQRDHRHIVAKPKEKRNFAPSKLAMYEIEKYQRSTALLIQKIPFAKLVKEVTEEF 
ScCse4p  112 VRQKRREKQRKQSLKR--VEKKYTPSELALYEIRKYQRSTDLLISKIPFARLVKEVTDEF 
 
 
CgCse4p  181 AGESQDLRWQSMAILALQEASEAYLVGLLEHTNLLALHAKRITIMKKDMQLARRIRGQFI 
ScCse4p  170 TTKDQDLRWQSMAIMALQEASEAYLVGLLEHTNLLALHAKRITIMKKDMQLARRIRGQFI 
 
 
 
Figure A1.  Amino acid alignments of C. glabrata and S. cerevisiae inner kinetochore proteins. 

Multiple sequence alignments of protein sequences were performed by the program 

CLUSTALW (60) at the Baylor College of Medicine, USA 

(http://searchlauncher.bcm.tmc.edu/multi-align/multi-align.html). Printouts of the aligned 

amino acid sequences were created with the Boxshade program. A) Ndc10p; B) Cep3p; C) 

Ctf13p; D) Mif2p; E) Cse4p. 

 


