Supplemental Information

Position Weight Matrices from Improbizer

PHA-4 (from Ph-E and Ph-L, respectively):

7.4786 TGTTTGCC

a 0.003 0.003
c 0.003 0.003
g 0.003 0.990
t 0.990 0.003

8.1637 TTGTTTGC
a 0.127 0.003
c 0.250 0.003

g 0.127 0.065
t 0.497 0.928
Early-1:
7.4694 AGAGACGAAG
a 0.435 0.034
c 0.096 0.065
g 0.281 0.898
t 0.188 0.003
Early-2:

7.4500 TCTGACCGT

a 0.219 0.003
c 0.065 0.712
g 0.126 0.003
t 0.590 0.281
Early-3:
7.6078 AAAAAAGTGGGA
a 0.497 0.435 0.528
c 0.096 0.158 0.065
g 0.281 0.342 0.312
t 0.126 0.065 0.096
Late-1:
8.6489 GGGAGGCGGGGA
a 0.378 0.207 0.310
c 0.105 0.037 0.275
g 0.412 0.752 0.310
t 0.105 0.003 0.105
Late-2:
7.61 TTTTTCC
a 0.352 0.003
c 0.090 0.032
g 0.003 0.003
t 0.555 0.961
Late-3:
7.6973 TCTCGGAA
a 0.188 0.003
c 0.003 0.867
g 0.127 0.127
t 0.682 0.003

P1.

7.1263 TTTTCACCAG
a 0.185 0.211
c 0.133 0.029
g 0.211 0.341
t 0.471 0.419

7.1440 TGGGCTCAC
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a 0.250 0.144 0.109 0.003 0.003 0.215 0.038 0.743 0.039
c 0.039 0.144 0.038 0.039 0.955 0.038 0.814 0.039 0.955
g 0.321 0.392 0.462 0.920 0.039 0.003 0.003 0.145 0.003
t 0.391 0.320 0.391 0.038 0.003 0.744 0.144 0.074 0.003
P2:
7.6779 TCTTCCAAA
a 0.180 0.003 0.003 0.109 0.003 0.003 0.779 0.743 0.532
c 0.003 0.497 0.039 0.003 0.955 0.990 0.179 0.003 0.180
g 0.109 0.003 0.003 0.003 0.039 0.003 0.003 0.215 0.003
t 0.708 0.497 0.955 0.885 0.003 0.003 0.039 0.039 0.285

The PWMs are shown with their associated Improbizer score and the 'best match'
sequence to the PWM. The score is used as a measure of significance by comparing motif
scores to scores generated by control runs of Improbizer against randomized sequence.



