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HoxaA5|6 CTCF mutation:

HoxaA7|9 CTCF mutation:

CTCF motif

WT/| CCAGTCTCCAGCGGGTGGCGCTCGAGTCCGACT

HoxaA5|6

\ ‘ Insertion allele

CCAGAGCAGCTGCGGCTGCAGTGCCAAGAAAATTCCAGTGTGGCAGTTTCCAGAAAATGGCAGTGTGGCTCCACGCAAGAGGCTTTCTCGCCGCCATCTI

*CTCF motif
CCAGAGCAGCTGCGGCTGCAGTGCCAAGAAAATTCCAGGAGATGECAGTGTGGCTCCACGCAAGAGGCTTTCTCGCCGCCATCT!

| wild Type

CCAGTCTCCAGC======== TCGAGTCCGACT
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\ Deletion allele

CCAGAGCAGCTGCGGCTGCAGTGCCAAGAAn uCTCCACGCAAGAGGCTTTCTCGCCGCCATCT\
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HoxcA5|6 CTCF mutation:
*CTCF Motif

Wild Type | CCAAGCGATGCTACAAGATGAAATTCCTCCGAGTCGGCACCAGGTGTCGCTGTGAGCTCGTTGTCCCGACTACC!

HoxcAb|6

CCAAG CGATG CTACAAGATGAAATTCCTCCGA ------------- GTCGCTGTGAG CGTTG TCCCGACTACCI
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