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Supplementary Figure $S1. RMSF for molecular dynamics simulations. The RMSF calculated
over a sliding window of 10 steps is plotted for the (a) EmMBD2/3-DNA and (b) EmMBD2/3-
GATAD2A/B molecular dynamics simulations. The calculated RMSF includes the well-
structured regions of the individual complexes: (a) EmMBD2a residues 20-74 and DNA base

pairs 3-14; (b) EmMBD2/3a residues 330-351 and GATAD2A/B residues 64-86).

Supplementary Figure S2. Gel filtration analysis of coiled-coil complex formation. The coiled-
coil domains were purified as thioredoxin fusions and buffer exchanged into 20 mM Tris pH 8.0,
150 mM NaCl. The elution profile for gel filtration analysis on a Superdex 10/300 (GE
Healthcare) is shown for 100 uM samples of EmMGATAD2A/B (blue), EmMBD2/3 (red), and a 1:1

mixture (black).

Supplementary Figure S3. MBD2/3 and GATAD2A/B Sequences. Phylogenetic trees were
created with Maximum Likelihood method based on the Tamura-Nei model using 1000
bootstrap replicates. Values at each node represent the percent of replicate trees from the
bootstrap analysis that cluster together. A total of 350 (MBD2/3) and 314 (GATAD2A/B)
nucleotide sequences were used for 1596 (MBD2/3) and 132 (GATAD2A/B) positions. Newick

formatted files are provided as separate attachments.



Supplementary Figure S4. EmMBDZ2/3 Expression levels. Sponges were hatched from
gemmules in Strekal’s media and collected at the desired developmental stage (after Rivera et
al, 2013) for RNA extraction. qRT-PCR was used to measure EmMBDZ2/3 expression and was

normalized to the housekeeping gene EmEf1a expression.

Supplementary Figure S5. E. muelleri phenotypes following knockdown of EmMBD2 without
line annotations. (a and b) Control and EmMBD2/3 RNAi-treated sponges photographed from
above on stereomicroscope. (a) Control sponges were grown in Strekal’s media alone or
soaked in dsRNA to GFP. (b) Sponges treated with dsRNA to EmMBD2/3. Leading region of
growth of basal pinacoderm denoted by arrowheads and oscula (osc) and gemmule (g) are
shown for reference. (c — f) Whole mount control and EmMBD2/3 RNAi-treated sponges.
Leading edge of basal pinacodermal (pin) growth on left of figure and developing choanoderm
(cho) on right. (c) Control sponges show clearly delineated pinacoderm and choanoderm
development. (d) RNAI treated sponges show disorganized pinacoderm and choanoderm. (e-f)
Dapi staining of images shown in ¢ and d. Control and treated sponges show lack of
connections (e.g., proper canals) forming between choanocyte chambers (red arrows) of the

proximal choanoderm. Scale 1mm (a and b) and 200um (c-f).

Supplementary Figure S$6. E. muelleri phenotypes following knockdown of EmMBD?2. (a, c)
Control sponges imaged by laser confocal microscopy in developing choanoderm proximal to
basal pinacoderm. Lining of a canal delineated by dashed line. Representative choanocyte
chambers lining canals are labeled with CC. (b, d) RNAI treated sponges imaged by lasar
confocal microscopy in developing choanoderm proximal to basal pinacoderm. Canals and
connections between choanocyte chambers are less organized when EmMBD2/3 is knocked
down. Representative choanocyte chambers lining disorganized canals are labeled with CC.
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GATAD2A/B XM 006623016.1 Apis dorsata

GATAD2A/B XM 012388814.1 Bombus impatiens
GATAD2A/B XM 012309841.1 Bombus terrestris
GATAD2A/B XM 001624570.1 Nematostella vectensis

0.769

(— GATAD2A/B Ephydatia

Supplementary Figure S3

L_GATAD2A/B XM 011405753.1 Amphimedon queenslandica



0.853

0.866

0.873

0.435

0.119

0.038

0615

0.747

MBD2 NM 001194043.1 Macaca mulatta

MBD3 NM 001194043.1 Macaca mulatta

MBD3 XM 005587417.1 Macaca fascicularis
MBD3 XM 011748684.1 Macaca nemestrina
MBD3 XM 011997425.1 Mandrillus leucophaeus
MBD3 012072914.1 Cercocebus atys

MBD3 XM 009193070.1 Papio anubis

MBD3 XM 007994637.1 Chlorocebus sabaeus

0.757

MBD3 XM 011964032.1 Colobus angolensis palliatus
MBD3 NM 001131675.1 Pongo abelii

MBD3 NM 001281453.1 Homo sapiens

MBD3 XM 009434292.1 Pan troglodytes

MBD3 XM 008966501.1 Pan paniscus

—MBD3 XM 010332455.1 Saimiri boliviensis boliviensis

L MBD3 XM 008986925.1 Callithrix jacchus

0.277

MBD3 XM 004595922.1 Ochotona princeps
—MBD3 XM 008837146.1 Nannospalax galili

0.205

0.202

L_MBD3 XM 003788851.1 Otolemur garnettii

MBD3 XM 005406166.1 Chinchilla lanigera

MBD3 XM 004632683.1 Octodon degus

MBD3 XM 004999275.1 Cavia porcellus

MBD3 XM 010634909.1 Fukomys damarensis

MBD3 XM 004865939.1 Heterocephalus glaber

MBD3 XM 005332188.1 Spermophilus tridecemlineatus
MBD3 XM 004654889.1 Jaculus jaculus

MBD3 XM 006978270.1 Peromyscus maniculatus bairdii
MBD3 XM 005083303.1 Mesocricetus auratus

MBD3 XM 007643197.1 Cricetulus griseus

MBD3 XM 005359053.1 Microtus ochrogaster

MBD3 NM 013595.3 Mus musculus

MBD3 NM 001108735.1 Rattus norvegicus

0.217

MBD3 XM 006171772.1 Tupaia chinensis
MBD3 XM 004461045.1 Dasypus novemcinctus

0.986

0.999

0.888

0.455

MBD3 XM 006897991.1 Elephantulus edwardii

MBD3 XM 004378673.1 Trichechus manatus latirostris
MBD3 XM 006869075.1 Chrysochloris asiatica

MBD3 XM 007954611.1 Orycteropus afer afer

MBD3 XM 010601862.1 Loxodonta africana

0544 — MBD3 XM 008150681.1 Eptesicus fuscus
[ﬂd MBD3 XM 005866702.1 Myotis brandtii
MBD3 XM 006101777.1 Myotis lucifugus

| S MBD3 XM 006764818.1 Myotis davidii

MBD3 XM 008711209.1 Ursus maritimus

MBD3 XM 011230224.1 Ailuropoda melanoleuca
MBD3 XM 006745949.1 Leptonychotes weddellii
MBD3 XM 004395406.1 Odobenus rosmarus divergens
MBD3 XM 005633127.1 Canis lupus familiaris

MBD3 XM 011288586.1 Felis catus

—MBD3 XM 011375179.1 Pteropus vampyrus

L_MBD3 XM 006904058.1 Pteropus alecto
(—MBD3 XM 004441429.1 Ceratotherium simum simum

L MBD3 XM 001499364.4 Equus caballus
MBD3 NM 001128505.1 Bos taurus

MBD3 XM 005890444.1 Bos mutus

MBD3 XM 010844559.1 Bison bison bison
MBD3 XM 006050579.1 Bubalus bubalis
MBD3 XM 012178465.1 Ovis aries

MBD3 XM 005963743.1 Pantholops hodgsonii
MBD3 XM 005683304.1 Capra hircus

MBD3 XM 003122994.2 Sus scrofa

MBD3 XM 010966648.1 Camelus bactrianus
MBD3 XM 006173375.1 Camelus ferus

MBD3 XM 011000338.1 Camelus dromedarius
MBD3 XM 006206429.1 Vicugna pacos

MBD3 XM 007176572.1 Balaenoptera acutorostrata scammoni
MBD3 XM 007105977.1 Physeter catodon
MBD3 XM 007460351.1 Lipotes vexillifer
MBD3 XM 004313031.1 Tursiops truncatus
MBD3 XM 004286337.1 Orcinus orca

MBD3 NM 001139934.1 Salmo salar

1—MBD3 XM 010794084.1 Notothenia coriiceps

MBD3 XM 008294475.1 Stegastes partitus
—MBD3 XM 009909389.1 Picoides pubescens

L MBD3 XM 009072302.1 Acanthisitta chloris

MBD3 XM 008924244.1 Manacus vitellinus

MBD3 XM 005427304.1 Geospiza fortis

MBD3 XM 005059899.1 Ficedula albicollis
MBD3 XM 009096842.1 Serinus canaria

MBD3 XM 005531341.1 Pseudopodoces humilis
MBD3 XM 004174364.1 Taeniopygia guttata
MBD3 XM 010411428.1 Corvus cornix cornix
MBD3 XM 008639127.1 Corvus brachyrhynchos

0.647

MBD3 XM 005027662.1 Anas platyrhynchos
MBD3 XM 007068558.1 Chelonia mydas

MBD3 XM 005283827.2 Chrysemys picta bellii
MBD3 XM 006128995.1 Pelodiscus sinensis
MBD3 XM 006275738.1 Alligator mississippiensis
MBD3 XM 006027180.1 Alligator sinensis

MBD3 XM 007667319.1 Ornithorhynchus anatinus
MBD3 XM 003760788.1 Sarcophilus harrisii
MBD3 XM 001363658.3 Monodelphis domestica
MBD3 XM 007910182.1 Callorhinchus milii
MBD3 XM 005991944.1 Latimeria chalumnae

0.255 MBD3 XM 007436028.1 Python bivittatus
1EMBD3 NM 001006900.1 Xenopus (Silurana) tropicalis

MBD3 NM 001088477.1 Xenopus laevis

0.416 — MBD3 XM 009570510.1 Cuculus canorus
0175 EMBD3 XM 005505513.1 Columba livia

MBD3 XM 010146217.1 Buceros rhinoceros silvestris

|G MBD3 XM 010217850.1 Tinamus guttatus

0.987 — MBD3 NM 001079751.2 Gallus gallus
0.261 MBD3 XM 010724959.1 Meleagris gallopavo
MBD3 XM 008498401.1 Calypte anna

0.046 MBD3 XM 009873435.1 Apaloderma vittatum
0154 —MBD3 XM 010195872.1 Colius striatus
MBD3 XM 010003428.1 Chaetura pelagica

—MBD3 XM 010191356.1 Mesitornis unicolor

L_MBD3 XM 009935755.1 Opisthocomus hoazin
—MBD3 XM 010119244.1 Chlamydotis macqueenii

L_MBD3 XM 009675029.1 Struthio camelus australis

1—MBD3 XM 010017252.1 Nestor notabilis
0.238 EMBDS XM 005142030.1 Melopsittacus undulatus

MBD3 XM 009709476.1 Cariama cristata
MBD3 XM 009969688.1 Tyto alba
MBD3 XM 009887934.1 Charadrius vociferus

0281 — MBD3 XM 010077653.1 Pterocles gutturalis
ﬂi MBD3 XM 009638874.1 Egretta garzetta

MBD3 XM 009946533.1 Leptosomus discolor

013 MBD3 XM 010164529.1 Caprimulgus carolinensis

MBD3 XM 009461646.1 Nipponia nippon

MBD3 XM 010293339.1 Phaethon lepturus

MBD3 XM 009510477.1 Phalacrocorax carbo

MBD3 XM 005434253.1 Falco cherrug

MBD3 XM 005240789.1 Falco peregrinus

MBD3 XM 010311300.1 Balearica regulorum gibbericeps
MBD3 XM 009811922.1 Gavia stellata

MBD3 XM 009481619.1 Pelecanus crispus

MBD3 XM 010149477.1 Eurypyga helias

MBD3 XM 010566586.1 Haliaeetus leucocephalus
MBD3 XM 009919917.1 Haliaeetus albicilla

MBD3 XM 011599324.1 Aquila chrysaetos canadensis
MBD3 XM 009580103.1 Fulmarus glacialis

MBD3 XM 009329073.1 Pygoscelis adeliae

MBD3 XM 009284878.1 Aptenodytes forsteri

1—MBD2 NM 001090318.1 Xenopus laevis

0.304
0.064
1
0.014 03
0.174
0.066
0.703
0.163
0.031
0.112
0.006
0.128
0.111
0.01
0.061
0.287
0.079
0.996 [:
0.193
0.123
0.304
0.747
0.22
0.082
0.021
0.964
0.433
03
0.157
0.299 0.025
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MBD2 NM 001142234.1 Xenopus (Silurana) tropicalis
MBD2 XM 005994655.1 Latimeria chalumnae

MBD2 XM 011590679.1 Aquila chrysaetos canadensis
MBD2 XM 010583035.1 Haliaeetus leucocephalus
MBD2 XM 005437987.1 Falco cherrug

MBD2 XM 005242908.1 Falco peregrinus

MBD2 XM 009323062.1 Pygoscelis adeliae

MBD2 XM 009274743.1 Aptenodytes forsteri

MBD2 XM 009945189.1 Opisthocomus hoazin

MBD2 XM 009463012.1 Nipponia nippon

MBD2 XM 009666099.1 Struthio camelus australis
MBD2 XM 009637418.1 Egretta garzetta

MBD2 XM 005011784.1 Anas platyrhynchos

MBD2 XM 010222987.1 Tinamus guttatus

MBD2 XM 005502981.1 Columba livia

MBD2 XM 010002682.1 Chaetura pelagica
MBD2 XM 006269655.1 Alligator mississippiensis
MBD2 XM 006018856.1 Alligator sinensis

0.981 MBD2 XM 006136918.1 Pelodiscus sinensis
0.599 EMBD2 XM 007055329.1 Chelonia mydas

MBD2 XM 008166034.1 Chrysemys picta bellii
MBD2 XM 008115106.1 Anolis carolinensis

042 — MBD2 XM 007659632.1 Ornithorhynchus anatinus

MBD2 XM 004703107.1 Echinops telfairi

1 MBD2 XM 003759554.1 Sarcophilus harrisii

MBD2 XM 001362153.3 Monodelphis domestica
MBD2 XM 004379294.1 Trichechus manatus latirostris
MBD2 XM 010587102.1 Loxodonta africana

MBD2 XM 007935559.1 Orycteropus afer afer

MBD2 XM 004459844.1 Dasypus novemcinctus

0.449 [: MBD2 XM 006891755.1 Elephantulus edwardii
MBD2 XM 006837562.1 Chrysochloris asiatica

MBD2 XM 005074706.1 Mesocricetus auratus

MBD2 XM 003511839.2 Cricetulus griseus

MBD2 XM 006970128.1 Peromyscus maniculatus bairdii
MBD2 XM 005356403.1 Microtus ochrogaster

MBD2 NM 010773.2 Mus musculus

MBD2 NM 001115025.1 Rattus norvegicus

MBD2 XM 004579676.1 Ochotona princeps

MBD2 XM 008835683.1 Nannospalax galili

0.532
0.886
0.985
0 0.096

MBD2 XM 004654619.1 Jaculus jaculus

MBD2 XM 006143451.1 Tupaia chinensis
MBD2 XM 005323056.1 Spermophilus tridecemlineatus
MBD2 XM 004855174.1 Heterocephalus glaber
MBD2 XM 010619719.1 Fukomys damarensis
MBD2 XM 005008574.1 Cavia porcellus

MBD2 XM 005373170.1 Chinchilla lanigera
MBD2 XM 004623728.1 Octodon degus

MBD2 XM 006100970.1 Myotis lucifugus
MBD2 XM 005865267.1 Myotis brandtii

MBD2 XM 006766400.1 Myotis davidii

0.001
|

0.012

0.254

0.315

MBD2 XM 008148350.1 Eptesicus fuscus
MBD2 XM 006920087.1 Pteropus alecto
MBD2 XM 010961348.1 Camelus bactrianus
MBD2 XM 006182796.1 Camelus ferus

MBD2 XM 010997217.1 Camelus dromedarius
MBD2 XM 006205810.1 Vicugna pacos

MBD2 XM 004422549.1 Ceratotherium simum simum
MBD2 XM 008514657.1 Equus przewalskii
MBD2 XM 001499775.3 Equus caballus
MBD2 XM 007121290.1 Physeter catodon
MBD2 XM 007192054.1 Balaenoptera acutorostrata scammoni
MBD2 XM 007471664.1 Lipotes vexillifer
MBD2 XM 004266110.1 Orcinus orca

MBD2 XM 005697286.1 Capra hircus

MBD2 XM 004020549.2 Ovis aries

MBD2 XM 005982444.1 Pantholops hodgsonii
MBD2 XM 006060219.1 Bubalus bubalis
MBD2 XM 002697768.4 Bos taurus

MBD2 XM 010854809.1 Bison bison bison
MBD2 XM 005899805.1 Bos mutus

(—MBD2 XM 007519236.1 Erinaceus europaeus

0.002

0.028

0.373

0.746
0.571
0.552

0.762

0.902

L_MBD2 XM 004684010.1 Condylura cristata

0.1 MBD2 XM 008580950.1 Galeopterus variegatus
C MBD2 XM 002713482.2 Oryctolagus cuniculus

MBD2 XM 004616140.1 Sorex araneus

MBD2 XM 003788480.1 Otolemur garnettii

MBD2 XM 008692224.1 Ursus maritimus

MBD2 XM 011219014.1 Ailuropoda melanoleuca
MBD2 XM 005615678.1 Canis lupus familiaris

MBD2 XM 004405842.1 Odobenus rosmarus divergens

0.999 C MBD2 XM 011288114.1 Felis catus
MBD2 XM 007080588.1 Panthera tigris altaica

—MBD2 XM 003926119.2 Saimiri boliviensis boliviensis

L MBD2 XM 002757252.3 Callithrix jacchus

0.515

MBD2 XM 003267552.1 Nomascus leucogenys
MBD2 XM 009434040.1 Pan troglodytes

MBD2 XM 008952698.1 Pan paniscus

MBD2 XM 004059440.1 Gorilla gorilla gorilla
MBD2 NM 003927.4 Homo sapiens

MBD2 XM 012074513.1 Cercocebus atys

MBD2 XM 011978055.1 Mandrillus leucophaeus
MBD2 XM 011950997.1 Colobus angolensis palliatus
MBD2 XM 010375358.1 Rhinopithecus roxellana
MBD2 XM 007973967.1 Chlorocebus sabaeus
MBD2 XM 009192758.1 Papio anubis

MBD2 XM 001082249.2 Macaca mulatta

MBD2 XM 011754249.1 Macaca nemestrina
MBD2 XM 005586664.1 Macaca fascicularis
—MBD2 NM 001012403.1 Gallus gallus

0.999

0.827
0.656

0.637

0.997

0.999

0.986

0.186

L_MBD2 XM 009563346.1 Cuculus canorus
MBD2 NM 212768.1 Danio rerio
MBD2 XM 007575021.1 Poecilia formosa
MBD2 XM 008324368.1 Cynoglossus semilaevis
MBD2 XM 003965067.2 Takifugu rubripes

0706 — MBD3L4 NM 001164419.1 Homo sapiens
0499 MBD3L5 NM 001136507.1 Homo sapiens
084 MBD3L2 NM 144614.3 Homo sapiens
! MBD3L3 NM 001164425.1 Homo sapiens
LOC101011637 XM 003914776.2 Papio anubis

1 Mbd3I2 NM 144934.3 Mus musculus
N | 0.947 EMbd3I2 XM 008766005.1 Rattus norvegicus
mbd3I2l XM 002727003.1 Rattus norvegicus

MBD3L3 XM 006206524.1 Vicugna pacos
MBD3L3 XM 007460741.1 Lipotes vexillifer
MBD3L3 XM 004277662.1 Orcinus orca

MBD3L3 XM 005970318.1 Pantholops hodgsonii
MBD3L3 XM 006046803.1 Bubalus bubalis
MBD3L3 XM 002688831.3 Bos taurus

XM 005890811.1 Bos mutus

MBD3L1 XM 006742301.1 Leptonychotes weddellii
MBD3L1 XM 004395454.1 Odobenus rosmarus divergens
MBD3L1 XM 004771735.1 Mustela putorius furo
MBD3L1 XM 008705481.1 Ursus maritimus
MBD3L1 XM 011228340.1 Ailuropoda melanoleuca
MBD3L1 XM 005632926.1 Canis lupus familiaris
MBD3L1 XM 007090677.1 Panthera tigris altaica
MBD3L1 XM 003981829.3 Felis catus

MBD3L1 XM 011373473.1 Pteropus vampyrus
MBD3L1 XM 008144005.1 Eptesicus fuscus
MBD3L1 XM 012097628.1 Ovis aries

MBD3L1 NM 001077086.2 Bos taurus

MBD3L1 XM 010852471.1 Bison bison bison

0.998 1

MBD3L1 XM 007529184.1 Erinaceus europaeus
MBD3L1 XM 008824163.1 Nannospalax galili
(—MBD3L1 NM 028557.2 Mus musculus

0.983

0523 0.972

0.266

L_MBD3L1 NM 001106803.1 Rattus norvegicus

MBD3L1 XM 006992690.1 Peromyscus maniculatus bairdii
MBD3L1 XM 005346829.1 Microtus ochrogaster

MBD3L1 XM 005087658.1 Mesocricetus auratus

MBD3L1 XM 003511084.2 Cricetulus griseus

MBD3L1 XM 005413099.1 Chinchilla lanigera

MBD3L1 XM 004644913.1 Octodon degus

MBD3L1 XM 003461415.1 Cavia porcellus

MBD3L1 XM 010605693.1 Fukomys damarensis

MBD3L1 XM 004865439.1 Heterocephalus glaber
MBD3L1 XM 005332159.1 Spermophilus tridecemlineatus
—MBD3L1 XM 008586963.1 Galeopterus variegatus

0.176

L MBD3L1 XM 008250860.1 Oryctolagus cuniculus
(—MBD3L1 XM 008050099.1 Tarsius syrichta

L_MBD3L1 XM 006156152.1 Tupaia chinensis

0.999

MBD3L1 XM 003793712.1 Otolemur garnettii
(—MBD3L1 XM 008987165.1 Callithrix jacchus

0.98
0.408
0.991

0.779

0.962

0.998

0.986

0.74 C

L_MBD3L1 XM 003938913.2 Saimiri boliviensis boliviensis
MBD3L1 XM 003953345.2 Pan troglodytes

MBD3L1 XM 008961914.1 Pan paniscus

MBD3L1 NM 145208.2 Homo sapiens

MBD3L1 XM 004059942.1 Gorilla gorilla gorilla
MBD3L1 XM 003275694.1 Nomascus leucogenys
MBD3L1 XM 003779053.2 Pongo abelii

MBD3L1 XM 011954921.1 Colobus angolensis palliatus
MBD3L1 XM 010388850.1 Rhinopithecus roxellana
MBD3L1 XM 007995143.1 Chlorocebus sabaeus
MBD3L1 XM 012077330.1 Cercocebus atys

MBD3L1 XM 009193389.1 Papio anubis

MBD3L1 XM 011741191.1 Macaca nemestrina
MBD3L1 XM 001095444.2 Macaca mulatta

MBD3L1 XM 005587856.1 Macaca fascicularis
MBD2-like EU590661.1 Patiria pectinifera

1— MBD2-like XM 787563.4 Strongylocentrotus purpuratus

MBD2-like EU590662.1 Hemicentrotus pulcherrimus
MBD2-like XM 002104071.1 Drosophila simulans
MBD2-like XM 002031844.1 Drosophila sechellia
MBD2-like NM 001275492.1 Drosophila melanogaster
MBD2-like XM 002096925.1 Drosophila yakuba
MBD2-like XM 001980769.1 Drosophila erecta
MBD2-like XM 001359530.2 Drosophila pseudoobscura
MBD2-like XM 002017451.1 Drosophila persimilis
MBD2-like XM 001954816.1 Drosophila ananassae
MBD2-like XM 002069977.1 Drosophila willistoni
MBD2-like XM 001998613.1 Drosophila mojavensis
MBD2-like XM 001990327.1 Drosophila grimshawi
MBD2-like XM 002056326.1 Drosophila virilis

0.986 [: MBD2-like XM 318432.5 Anopheles gambiae

MBD2-like GAMDO01001455.1 Anopheles aquasalis

0778 MBD2-like XM 001848895.1 Culex quinquefasciatus
N 0.998 [_:MBDZ—Iike GAPWO01004513.1 Aedes albopictus

MBD2-like XM 001657826.1 Aedes aegypti

0.635

0.604
0.999

0.497

MBD2-like GANO01004106.1 Corethrella appendiculata
MBD2-like GAIX01006029.1 Pararge aegeria
MBD2-like XM 004929619.1 Bombyx mori

MBD3-like XM 011550924.1 Plutella xylostella

— MBD2-like XM 011304292.1 Fopius arisanus

0.989

L_MBD3-like XM 008546934.1 Microplitis demolitor
MBD2-like XM 392422.5 Apis mellifera
MBD2-like XM 006608826.1 Apis dorsata
MBD2-like XM 003396139.2 Bombus terrestris
MBD3-like XM 003490331.1 Bombus impatiens
MBD2-like XM 003705804.2 Megachile rotundata

MBD2-like XM 011138005.1 Harpegnathos saltator

0.974

0.71
0.999

MBD3-like XM 011330657.1 Cerapachys biroi
MBD2-like XM 011263811.1 Camponotus floridanus
MBD3-like XM 011648453.1 Pogonomyrmex barbatus
MBD3-like XM 011159393.1 Solenopsis invicta
MBD3-like XM 011690267.1 Wasmannia auropunctata
MBD3-like XM 011060175.1 Acromyrmex echinatior
MBD3-like XM 012200603.1 Atta cephalotes

0782 — MBD2-like DQ010405.1 Caenorhabditis elegans
[;i MBD2-like XM 003114790.1 Caenorhabditis remanei

MBD2-like XM 002640305.1 Caenorhabditis briggsae
MBD2-like AY766102.1 Pristionchus pacificus
MBD3-like XM 003138044.1 Loa loa
MBD2-like XM 001896636.1 Brugia malayi

(— EmMBD2a

Supplementary Figure S3

L_MBD3-like XM 003388991.2 Amphimedon queenslandica
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