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S2 Fig. HAdV concentration measured by gPCR. (A) HAdV concentration in extracts
obtained by using four different concentration methods and (B) extraction methods. The bar, box,
whiskers and circles represents median, inter-quartile range, inter-quartile range times 1.5, and
outliers, respectively. Asterisks represent significance level of a pairwise t-test with “Holm-

Bonferroni” adjusted p-values. ** = p <0.01, *** = p < 0.001.



