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00336

C
rk (SH

2S)

C
rk (SH

2L) 0 kb
1 kb

2 kb
3 kb

ATG
TA

A

crk-5ʼ
crk-3”

plac 1

1.2 kb

0.3 kb

C
rk 5ʼ &

 3”
C

rk 5ʼ &
 plac1

Prim
ers:

W
T

W
T

Crk KG00336 / +

Crk KG00336 / +

C B A
S

up
p

lem
entary Fig

ure S
4

Supplem
entary Figure S4.  The KG

00336 P Elem
ent

Insertion Site Is M
apped in the Crk Exon O

ne.  (A
)

Schem
atic representation of C

rk transcripts.  The K
G

00336
insert, w

hich is show
n as an inverted triangle, is located 40 bp

dow
nstream

 of the C
rk transcription initiation site.  C

rk (SH
2L)

and C
rk (SH

2S) use altered donor- and acceptor-sites for
splicing out intron 2, m

aking C
rk m

olecules com
posed of SH

2
dom

ains of different size.  Positions of C
rk-5', C

rk-3'', and plac1
prim

ers used for RT-PC
R

 (see Panel C
) are show

n by arrow
s.

(B
) A

lignm
ent of the SH

2 dom
ain sequences of C

. elegans
C

ED
-2, D

rosophila C
rk (SH

2L), D
rosophila C

rk (SH
2S), and

hum
an C

rk.  R
esidues conserved in 3 or 4 proteins are boxed in

black.  Sim
ilar residues are boxed in gray.  R

ed letters indicates
the 18 am

ino acid residues of C
rk (SH

2L) that are absent in C
rk

(SH
2S).  (C

) Insertion of K
G

00336 P elem
ent causes chim

eric
transcripts betw

een C
rk and the P elem

ent, SuPor-P.  Poly A
+

R
N

A
 derived from

 w
ild type and the K

G
00336 heterozygote

w
ere reverse-transcribed using a SM

A
RT cD

N
A

 Synthesis K
it,

(C
lontech).  RT-PC

R
 w

as perform
ed using prim

ers C
rk-5' (5'-

C
G

ATC
A

A
A

C
ATTATC

G
ATA

G
TG

TTTC
TATG

-3
') and C

rk-
3'' (5'- C

TG
ATTATG

TTA
A

C
A

ATTG
G

TATG
C

A
C

A
A

C
-3

';
left panel) or C

rk-5' and plac1 (5'-
C

A
C

C
C

A
A

G
G

C
TC

TG
C

TC
C

C
A

C
A

AT-3
'; right panel).  C

rk-5'
and plac1 prim

ers am
plified a D

N
A

 fragm
ent containing 5'-end

sequence of C
rk fused to the sequence of SuPor-P w

hen cD
N

A
pools originated from

 K
G

00336 heterozygotes w
ere used for the

RT-PC
R

 tem
plate (sequence data not show

n).


