-2Q0 PU.1  CI/EBP
GTTTIETICTACAGACCEAMTATTTCC AT TeTe agTTCoC Tk eaGGCARCCTRARAARARAAARAR
CAAAAGAAGATCTCTGGGTTATAAAGGTTTAAGACATCAAGGGHAARGTCCGTTGGATTTTTTTTTTTTT
Promoter -140 > N >
AZ—\AAAAAMAGGGGAAGAGGAGCCAGTGCAACAGACAGGAP CGT@ITCATCTGTTCCCGTCCTCACAGAA
FdAh[Frrrxk A dkhxA Kk rrkkkhkhkxkx ok ER R R R Kk Kk hx * K K * Kk
TTTTTTTTT TCCCCTTCTCCTCGGTCACGTTGTCTGTCCTTGCACAAGTAGACAAGGGCAGGAGTGTCTT
PUA PU.1 Maell (1)
Maell (2)
+1740
CAACCCTGCCAGCGGGAZ—\GTGAGACCATCATGCGGCTTP CGTG JAATTCGTCAGCCCTGTTCTGTGTAAATATCCAGGGCAACAGGCTAG
* K Khk ok ok ok ok ok ok ok ok ok ok * * * kK * Kk K
FIRE'1 kb GTTGGGACGGTCGCCCTTCACTCTGGTAGTACGCCGAAT IGCACE TTAZ—\GCAGTCGGGACAAGACACATTTATAGGTCCCGTTGTCCGATC
+1830
GCAGAAATAAGAAGGAAGCTTCTCTCGGAGCACATTTCCTGGAGGCCAAGACAGGAGACAAAGATAAGCAGAGCAGAGTAGLCGGIEAGA
* K,k kkKk  Kx * K * Kdhkhkkhkhk Kk KhAhkhkhAkhkhhk kA khkkhhAhhrxrxhkkhkkhhkhkrhhx*x *k hkkhkkhkKk Kkhkkk Kkx P kAP Kxx
CGTCTTTATTCTTCCTTCGAAGAGAGCCTCGTGTAAAGGACCTCCGGTTCTGTCCTCTGTTTCTATTCGTCTCGTCTCATCHSGCCETCT
pall (3)
Hpall (4
+2670  Sp1/3/ Ets Etsspra amL1_Pal(4) apy
1 e
ACAGGUTIGGGCGGAAACAGGGCCAGCCGGGTGCCAGCAANTGTGUITCILGCCCHCACAIGGECGGEGGCIECCTGCCAGGCCCTCAGAGGCT
* Kk ok Kk k|k Pk ok ok ok kK ok kx| * %k * Kk Kk Kk Kk * * kK K * ok kK ok ok k ke ok ok Pk ok ok ok ek ok ok ok ok * % * ok ok fok ok ok ok * * k. * Kk ok k ok * Kk ok kK Kk
FIRE TGTCCHAICCCGCCTTTGHTCCCGGTCGGCCCACGGTCGTTYACACAHAAGECGGGGTGTICCEGCCECCGLGGACGGTCCGGGAGTCTCCGA
+2760 C/EBP
GTGAATCAGTTCTCACTTCCCCCCTTCCCCCCTATTTCAAGCCTGGGAAAAATGCTCACACCACAwAGGCAACGAGCC TCCTTCCCTAAG
Kdhkkhkhkhkhkhk KhhkhAPrhkxxhkfrhkhxrh k] *kkhkfrrxxxkx K % % ERE R R RS R E RS LR E e *k| Ahk Kk hkxkhk kK KkkA * )k kK Kk *
CACTTAGTCAAGAJTGAAGHGGGGAAIGGGGGHATAAAGTTAGGACCCTTTTTARCGAQIGTGGTGCTETCCGTTGCTCGHAGGAAGGGATTC
PU.1 PU.1 Ets ? AML1

Suppl. Figure 4




Figure S4: Summary of transcription factor-binding sites, conserved nucleotides, and
restriction enzyme recognition sequences at the promoter (second row), FIRE-1kb (third
row), and FIRE (bottom row). Arrows indicate transcription start sites. The transcription factor
binding sites are shown as open squares and restriction enzyme recognition sites as hatched
squares. Asterisks (¥*) between the upper and lower DNA strand indicates nucleotides, which are

conserved between human and mouse.



