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Supplementary Figures  

 

Figure S1. CCT inhibits -syn wild type fibrillation. (A) Fibrillation kinetics of -syn 

WT alone and with CCT (1:10 CCT:-syn A53T molar ratio), as measured by ThT 

fluorescence.  CCT alone was used a control, and showed no significant fluorescence 

increase.  The fluorescence data is normalized as a percentage of the maximum 

fluorescence obtained.  A representative experiment is shown.  

 

 

 



 

 

 

Figure S2.  The CCT-ADP-AlF3 complex maintains the CCT lid closed. (a) Scheme 

showing lid movements after binding to ADP-AlF3; proteinase K (PK) cleavage sites in 

the lid are indicated. (b)  The closure of the CCT cavity was tested using proteolysis 

protection.  The lid of CCT monomers can be cleaved by proteinase K.  Closure of the 

chaperonin lid is induced and stabilized by CCT incubation with ADP-AlF3, and is 

therefore protected from proteolysis. 

  



 

 

Figure S3. TEM images of -syn A53T oligomers 



 

 

Figure S4. Dynamic light scattering (DLS) experiments of -syn A53T monomers 

(red) and oligomers (blue). Size distribution of the molecules present, expressed as a 

percentage of volume. 

  

  



 

Figure S5. Effect of CCT and ATP in -syn A53T oligomers. (a) SEC analyses of 

CCT, -syn A53T oligomers and the mixture of both, preincubated 1h with 30 mM 

ATP before loading. Oligomers eluted at 8 and 10 ml, CCT at 12 ml, monomers at 17 

ml. The peak at  20 ml corresponds to the nucleotide. (b) Native 5.5% acrilamide gels of 

CCT, -syn A53T oligomers and the mixture of both, pre-incubated 1h with 30 mM 

ATP before loading. 

 

 

  



 

 

Figure S6. Silver-stained SDS-PAGE showing crosslinked CCT--syn A53T 

oligomer complexes after elution from Superose 6 in reducing and non-reducing 

conditions.  Each lane is labelled with the elution volume (ml). Mw, molecular weight 

markers.  In non-reducing conditions (right), the crosslinked proteins did not enter the 

gel. In reducing conditions (left), DTSSP was reduced and the individual proteins 

visualized, showing that the complex is present. Fractions eluted at 10 and 10.5 ml 

(black rectangle) were analysed by LC-MS/MS. 
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