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Exons of TGFBR2

Additional File 6 (figure): Coverage in region (40,413,000-40,419,000) of the TGFBR2 gene
(chr 2: 40,385,525 - 40,447,574) demonstrating deletion observes in LAS39 and LAR16

indicating fixation for the deletion-haplotype in the LAS line prior to founding of the relaxed
line.



