A. Select the example sequence and the operation button

Please choose one of following functions below: (Note: Only first sequence will be calculated on first two method)

TVCurve RNA Mutation HbeA Multiple

RNA Pairwise

RNA Mutation Tab

Step 1: Select functional module RNA Mutation
Compare with RNApdist and RNApdistance

You can open file or write content below:

1. Click here to load the sequence of Leptomonas gefloggma sample
Open ANAFASTA file.. ﬁ& Step 2: Select the example

>Lep

AACTALAACAATTTTTGC AMGAACAGTTTCTG TACTTCATTGGTATCTAGAG ACT Pd

RNA Mutation Step 3 |

Step 3: Run RNA Mutation button




B. Waiting interface: Job ID

Job ID:
mutation_8a720914e775402900968c2e5296¢c2f71a14fbf9

L Sequecne and Struoture .IO b I D

»Lep
ST A T A ATTUTTLING ARG A A AGTITTTNCTNG ULAC TN ATTNG GUIATIGTTAGAS ACTITC
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mResulis

Please wait for a while. Allernatively, you can save the address of this page or the JoblD o retrieve the results




C. Results of the module of RNA Mutation: results and download interface
Job ID: mutation 8a720914e775402900968c2e5296¢c2f71a14fbf9

Ll Sequecne and Structure

»Lep
AACTT AN AT AATTTTTTIOG A A CAGTTTICTG UTAC TINIC ATTOGGUIATGTT AGAG ACTITC
....... 0LV R T B b TR I ) T )

[l Results

‘ Download files

Download .zip file
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COriginal

AACUTAR A AT AATINNIUGAAGAAC AGUUC UGUAC UUC AUUGGUATGTAGAGAC T
....... COCCOC . OO0 COCC . 232200020002 02). ... ... € —2.40)

R A-TVourve 144

AAC A AT A ATTINUG G A AT AGUIIIC U GUAC LT ALNUGGUA UG AGAGAC LT
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