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Genes up-regulated in B cell lymphoma tumors expressing an activated form of MYC [GenelD=4609). I 5.1 1
Genes with promoters bound by FOXP3 [GenelD=50943] and which are up-regulated only in mature (peripheral blood) regulatory CD4+ [GenelD=920] T lymphocytes. I 3.73
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Genes up-regulated in HL-60 cells (acute myeloid leukemia, AML) by expression of p210 BCR-ABL [GenelD=613;25] fusion protein. I 3.30
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