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The Supplementary Information of this manuscript contains three supplementary 

figures with their legends, and one supplementary table. 

 

 

 

 

 

 



Figure Legends 

Figure supplementary 1. Analysis of bone marrow CD45+ cells after 2 (T2) and 5 

weeks (T5) after tamoxifen treatment. (A) Quantification of CD45+ leukocytes relative to 

the total number of events. Each symbol represents data from a single animal. (B) 

Percentage of Annexin V+ events in CD45+ population. N=7-17 per genotype. Bars 

represent the mean values ± SEM. Statistical significance: *: P≤0.05; **: P≤0.01; ***: 

P≤0.001. 

Figure supplementary 2. Hematimetric analysis of circulating cells in blood of 

SdhDflox/+ (+/+),SdhDflox/- (+/-), and SdhDflox/- CRE (SDHD-ESR) individuals after 

tamoxifen treatment. N=8-16 per genotype and group. Plots represent the median 

values in the interquartile range ± standard deviation. Statistical significance: ***: 

P≤0.001. 

Figure supplementary 3. Quantification of T-cells subpopulations in thymi of SDHD-

ESR mice according to the expression of CD4 and CD8 markers. Values are relative to 

the total number of events analyzed by flow cytometry. 

 


