Table S1: Strains, plasmids and primers used in the study

S. cerevisiae mutant library

Name Deletion Genotype Source/Reference

wild type - BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0 Euroscarf

akl1A YBR0O59C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YBRO59c::kanMX4

alklA YGLO21W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGLO21w::kanMX4

alk2A YBLOO9W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YBLOO9w::kanMX4

ark1A YNLO20C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNLO20c::kanMX4

atglA YGL180W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGL180w::kanMX4

bck1A YJLO95W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJLO95w::kanMX4

bublA YGR188C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGR188c::kanMX4

bud32A YGR262C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGR262c::kanMX4

cdc55A YGL190C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGL190c::kanMX4

chk1A YBR274W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YBR274w::kanMX4

ckalA YILO35C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YILO35c::kanMX4

cka2A YOR061W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YORO061w::kanMX4

cladA YNL298W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNL298w::kanMX4

cmkl1A YFRO14C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YFRO14c::kanMX4

cmk2A YOLO16C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOLO16c::kanMX4

cmp2A YMLO57W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YMLO57w::kanMX4

cnall YLR433C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YLR433c::kanMX4

cnblA YKL190W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL190w::kanMX4

cst6A YILO36W BY4741, Mat a; his3D1; leu2D0; met15D0; ura3DO; Euroscarf
YILO36w::kanMX4

ctklA YKL139W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL139w::kanMX4

ctk2A YJLOO6C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJLOO6c::kanMX4

ctk3A YML112W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YML112w::kanMX4

dbf2A YGR0O92W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGR092w::kanMX4

dbf20A YPR111W BY4742, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPR111w::kanMX4

dcr2A YLR361C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf

YLR361c::kanMX4




dunlA YDL101C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDL101c::kanMX4

elml1A YKLO48C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKLO48c::kanMX4

env7A YPL236C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPL236¢c::kanMX4

fpklA YNRO47W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNRO47w::kanMX4

frk1A YPL141C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPL141c::kanMX4

fus3A YBLO16W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YBLO16w::kanMX4

gal83A YER027C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YERO027c::kanMX4

gcn2A YDR283C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDR283c::kanMX4

gin4A YDR507C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDR507c::kanMX4

gpa2A YERO20W BY4741, Mat a; his3D1; leu2D0; met15D0; ura3DO; Euroscarf
YER020w::kanMX4

hal5A YJL165C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJL165c::kanMX4

hoglA YLR113W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YLR113w::kanMX4

hrk1A YOR267C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOR267c::kanMX4

hsl1A YKL101W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL101w::kanMX4

ime2A YJL106W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJL106wW::kanMX4

irelA YHRO79C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YHR079c::kanMX4

isrlA YPR106W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPR106w::kanMX4

kccaA YCL024W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YCLO24w::kanMX4

kdx1A YKL161C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL161c::kanMX4

kin1A YDR122W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDR122w::kanMX4

kin2A YLRO96W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YLRO96wW::kanMX4

kin3A YAR018C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YALO18c::kanMX4

kindA YOR233W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOR233w::kanMX4

kin82A YCR091W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YCR091w::kanMX4

kkg8A YKL168C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL168c::kanMX4

kns1A YLLO19C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YLLO19c::kanMX4

ksplA YHR082C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YHR082c::kanMX4

kss1A YGRO40W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf

YGR040w::kanMX4




Icb5A YLR260W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YLR260w::kanMX4

ltplA YPRO73C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPRO73c::kanMX4

mck1A YNL307C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNL307c::kanMX4

mek1A YOR351C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOR351c::kanMX4

mih1A YMRO036C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YMRO036c::kanMX4

mkk1A YOR231W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOR231w::kanMX4

mkk2A YPL140C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPL140c::kanMX4

mrk1A YDLO79C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDLO79c::kanMX4

msg5A YNLO53W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNLO53w::kanMX4

nemlA YHR004C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YHROO4c::kanMX4

nnk1A YKL171W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL171w::kanMX4

npriA YNL183C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNL183c::kanMX4

ocalA YNLO99C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNLO99c::kanMX4

pbs2A YJL128C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJL128c::kanMX4

phol3A YDL236W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDL236w::kanMX4

pho85A YPLO31C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPLO31c::kanMX4

pkh1A YDR490C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDR490c::kanMX4

pkh2A YOL100W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOL100w::kanMX4

pkh3A YDR466W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDR466w::kanMX4

pkplA YILO42C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YILO42c::kanMX4

pkp2A YGLO59W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGLO59w::kanMX4

ppglA YNRO32W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNRO32w::kanMX4

pph21A YDL134C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDL134c::kanMX4

pph22A YDL188C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDL188c::kanMX4

pph3A YDRO75W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDRO75w::kanMX4

ppglA YPL179W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPL179w::kanMX4

pps1A YBR276C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YBR276c::kanMX4

pptlA YGR123C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf

YGR123c::kanMX4




ppzlA YMLO16C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YMLO16c::kanMX4

ppz2A YDR436W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDR436w::kanMX4

prk1A YILO95W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YILO95w::kanMX4

prrlA YKL116C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL116c::kanMX4

prr2A YDL214C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDL214c::kanMX4

psk1A YALO17W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YALO17w::kanMX4

psk2A YOLO45W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOLO45w::kanMX4

psriA YLLO10C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YLLO10c::kanMX4

psr2A YLRO19W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YLRO19w::kanMX4

ptclA YDLOO6W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDLOO6wW::kanMX4

ptc2A YERO89C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YERO89c::kanMX4

ptc3A YBLO56W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YBLO56w::kanMX4

ptcdA YBR125C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YBR125c::kanMX4

ptc5A YOR090C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOR090c::kanMX4

ptc6A YCRO79W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YCRO79w::kanMX4

ptc7A YHRO76W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YHRO76w::kanMX4

ptk1A YKL198C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL198c::kanMX4

ptk2A YJRO59W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJRO59w::kanMX4

ptplA YDL230W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDL230w::kanMX4

ptp2A YOR208W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOR208w::kanMX4

ptp3A YERO75C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YERO75c::kanMX4

rck1A YGL158W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGL158w::kanMX4

rck2A YLR248W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YLR248w::kanMX4

rim11A YMR139W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YMR139w::kanMX4

rim15A YFLO33C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YFLO33c::kanMX4

rtk1A YDL0O25C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDL0O25c::kanMX4

rtriA YER139C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YER139c::kanMX4

rts1A YOR014W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf

YORO014w::kanMX4




sak1A YER129W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YER129w::kanMX4

sap155A YFRO40W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YFRO40w::kanMX4

sap185A YJLO98W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJLO98w::kanMX4

sap4A YGL229C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGL229c::kanMX4

satd4A YCROO8W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YCRO08w::kanMX4

sch9A YHR205W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YHR205w::kanMX4

sdplA YIL113W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YIL113w::kanMX4

siplA YDR422C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDR422c::kanMX4

sip2A YGL208W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGL208w::kanMX4

siwl4A YNLO32W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNLO32w::kanMX4

skm1A YOL113W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOL113w::kanMX4

sks1A YPLO26C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPLO26c::kanMX4

skylA YMR216C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YMR216c::kanMX4

slt2A YHRO30C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YHRO030c::kanMX4

smk1A YPRO54W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPRO54w::kanMX4

snflA YDR477W BY4742, MAT o, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDR477w::kanMX4

snf4A YGL115W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGL115w::kanMX4

spo7A YALOOSW BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YALOO9w::kanMX4

ssk2A YNRO31C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNRO31c::kanMX4

ssk22A YCRO73C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YCRO73c::kanMX4

ssn3A YPLO42C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPLO42c::kanMX4

stellA YLR362W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YLR362w::kanMX4

ste20A YHLO07C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YHLOO7c::kanMX4

ste7A YDL159W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDL159w::kanMX4

swellA YJL187C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJL187c::kanMX4

tdalA YMR291W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YMR291w::kanMX4

tellA YBLO88SC BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YBLO88c::kanMX4

torlA YJRO66W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf

YJRO66wW::kanMX4




tos3A YGL179C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGL179c::kanMX4

tpd3A YALO16W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YALO16w::kanMX4

tpk1A YJL164C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJL164c::kanMX4

tpk2A YPL203W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPL203w::kanMX4

tpk3A YKL166C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL166c::kanMX4

vhs1A YDR247W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YDR247w::kanMX4

yak1lA YJL141C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YJL141c::kanMX4

ych1lA YGR203W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YGR203w::kanMX4

yck1A YHR135C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YHR135c::kanMX4

yck2A YNL154C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YNL154c::kanMX4

yck3A YER123W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YER123w::kanMX4

ygk3A YOL128C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YOL128c::kanMX4

ypk1A YKL126W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YKL126w::kanMX4

ypk2A YMR104C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YMR104c::kanMX4

ypk3A YBR028C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YBR028c::kanMX4

YPL150WA YPL150W BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YPL150w::kanMX4

yvh1A YIR026C BY4741, MAT a, his3A1; leu2A0,; met15A0; ura3A0; Euroscarf
YIR026c¢::kanMX4

other S. cerevisiae strains

Name Deletion Genotype Source/Reference

BY4741 + SCH9- | - BY4741 + pRS316-promScGAL1-ScSch9-His (URA3 this study

His positive)

BY4741 + - BY4741 + pRS316-pScNCE103GFP (URA3 positive) this study

promNCE103-

GFP

sch9A + YHR205W YHR205WA + pRS316-pScNCE103GFP (URA3 positive) this study

promNCE103-

GFP

cstbA + YILO36W YILO36WA + pRS316-pScNCE103GFP (URA3 positive) this study

promNCE103-

GFP

cst6A + CST6 YILO36W YILO36WA + pRS316-promScCST6-ScCST6-His (URA3 this study
positive)

cst6A + CST6 YILO36W YILO36WA + pRS316-promScCST6-ScCST6 (S266A) this study

(S266A) (URA3 positive)

cst6A + CST6 YILO36W YILO36WA + pRS316-promScCST6-ScCST6 (S266D) this study

(5266D) (URA3 positive)

sch9A + SCH9 YHR205W YHR205WA + pRS416-promScSCH9-ScSCH9-3HA (URA3 | this study

positive)




sch9A + SCH9 YHR205W YHR205WA + pRS416-promScSCH9-ScSCHI-3HA this study
(T570A) (T570A) (URA3 positive)
sch9A + SCH9 YHR205W YHR205WA + pRS416-promScSCH9-ScSCH9-3HA this study
(6A) (S711A, T723A, S726A, T737A, S758A, S765A) (URA3
positive)
sch9A + SCH9 YHR205W YHR205WA + pRS416-promScSCH9-ScSCH9-3HA this study
(T570A, 6A) (T570A, S711A, T723A, S726A, T737A, S758A, S765A)
(URA3 positive)
15 Dau - MATa leu2 ura3 trp1 his2 adel P. Van Dijck / Inagaki et
al., 1999 (1)
pkh1® pkh2A YOL100W 15 Dau pkh1::PKH1D398G pkh2::LEU2 P. Van Dijck / Inagaki et

al., 1999 (1)

C. glabrata strains

Name Deletion Genotype Source/Reference
ATCC 2001 - wild type F. Mihlschlegel / Kitada
etal., 1995 (2)
rcalA RCA1 ATCC 2001, rcalA::TRP1, trpl, A ura3 F. Muhlschlegel / Cottier
etal., 2013
AFG1 LIG4 ligd::HIS1, trp1A isolate A P. Van Dijck / Cen et al.,
2015
sch9A LIG4, SCH9 ligd::HIS1, trp1A, sch9::NAT1 this study
C. albicans strains
Name Deletion Genotype Source/Reference
SC5314 - wild type B. Hube
rcalAY RCA1 leu2A/leu2A his1A/his1A argd4A/argdA B. Hube
URA3/ura3A::imm434 |IRO1/irolA::imm434
rcal::LEU2/rcal::HIS1 clone Y
sch9A SCH9 CAl4, sch9A J. Ernst / Stichternoth et
al., 2011
E. coli strains
Name Genotype Source/Reference

BL21DE3 fhuA2 [lon] ompT gal (A DE3) [dcm] AhsdS, A DE3 = A sBamHIo AEcoRI-B New England Biolabs
int::(lacl::PlacUV5::T7 genel) i21 Anin5

C2523H fhuA2 [lon] ompT gal sulA11 R(mcr-73::miniTn10-—TetS)2 [decm] R(zgb- New England Biolabs
210::Tn10-—TetS) endA1 A(mcrC-mrr)114::1S10

Rosetta F ompT hsdSg(rs mg) gal dem (DE3) pRARE (Cam") Novagen, Merck Millipore

Plasmids

Name Source/Reference

p41-ScNcel03-His this study

p41-ScCst6-His this study

p41-ScSch9-His this study

pRS316-promScGAL1-ScCST6-His this study

PRS316-promScGAL1-ScSch9-His this study

pRS316-pScNCE103+GFP this study

PRS316-promScCST6-ScCST6-His

this study




pRS316-promScCST6-ScCST6 (S266A)

this study

pRS316-promScCST6-ScCST6 (S266D)

this study

PRS416-promScSCH9-ScSCHI9-3HA

R. Loewith / Urban et al.,
2007

pRS416-promScSCHI-ScSCHI-3HA (T570A)

R. Loewith / Urban et al.,
2007

PGEX-6P-1 ScSCH9-3HA (S711A, T723A, S726A, T737A, S758A, S765A)

R. Loewith / Urban et al.,
2007

pRS416-promScSCHI-ScSCHI-3HA (S711A, T723A, S726A, T737A, S758A, S765A)

this study

pRS416-promScSCHI-ScSCHI-3HA (T570A, S711A, T723A, S726A, T737A, S758A, S765A)

R. Loewith / Urban et al.,
2007

pBluescript

Agilent Technologies

pPMA-T-ScNcel03-His

GeneArt Gene Synthesis,
Thermo Fisher Scientific

pMK-RQ-ScCst6-His

GeneArt Gene Synthesis,
Thermo Fisher Scientific

pMK-RQ-ScSch9-His

GeneArt Gene Synthesis,
Thermo Fisher Scientific

Primer for qRT-PCR

Name Sequence

ScNCE103 fwd GATATTGACACCATGTACCATGA
ScNCE103 rev TGTAAGTGCTAACTGTTTGCA
ScACT1 fwd TTCCCAGGTATTGCCGA

ScACT1 rev TGTGGTGAACGATAGATGGA
CgNCE103 fwd CATGAATCTGAGCTGAACCA
CgNCE103 rev TGATTGCCATAGACCTCTCTTA
CgACT1 fwd ATCATTGCTCCACCAGAGA
CgACT1 rev TGTGGTGAACAATGGATGG
CaNCE103 fwd TCCAGTTAGACATATTCGTGCTG
CaNCE103 rev TGAGGGTTATATTCTTCTTCATCATG
CaACT1 fwd TCAGACCAGCTGATTTAGGTTTG
CaACT1 rev GTGAACAATGGATGGACCAG

Primer for protein expression (E. coli)

Name

Sequence

fw ScNcel03 Exp p41 Vspl

GCGCAAATTAATATGAGCGCTACCGAATC

rv ScNcel03 Exp p4l

GGTCAAGCTTATCAATGATGGTGATGATGGTGTTTTGGGGTAACTTTTGTGTAAG

rv ScCst6 Exp p4l

GGTCAAGCTTATCAATGATGGTGATGATGGTGTTTTATCTTTTCAGAATTGGGTAATG

fw ScCst6 Exp p41l

GCGCAACATATGTTTACTGGTCAGGAGTATCATTC

p41-SCHI-fwd

AAGACAGAGCGAAATTCTATATCG

p41-SCH9-rev

AGTTTGTTCGGCCGGATCCGT

Primer for protein expression (S. cerevisiae)




Name

Sequence

5°-ScGAL1prom-Sacl

ATGCGAGCTCTTATATTGAATTTTCAAAAATTCTTACTTTTTTTTTGGAT

3’-ScGAL1prom-Pacl

ACATTTAATTAATATAGTTTTTTCTCCTTGACGTTAAAGTATAG

fw ScCst6 in pRS316

TAACATTAATTAAATGTTTACTGGTCAGGAGTATC

rv ScCst6 in pRS316

GAAGTGGCGCGCCTTATTTTATCTTTTCAGAATTGGGTAATG

pRS316 SCH9-Pacl fwd

TATATTAATTAACATATGATGAATTTTTTTACATCAAAATCGTC

pRS316 SCH9-Ascl rev

AAGTGGCGCGCCAAGCTTATTATCAATG

5’pRS316-veri CATTCGCCATTCAGGCTGCG
3’pRS316-veri TCGAGGTCGACGGTATCGAT
5’SCH9 T570 sequ ACATTCTACTCGATGCC
3’SCHY 6A sequ ATCTGCGAATGGCTGTTG

Primer for site-specific mutagenesis (S. cerevisiae)

Name

Sequence

5’SCH9 A570T

CTTGAAGGATAGAACAAACACATTTTGCGGCACCACGG

3’SCH9 A570T

CCGTGGTGCCGCAAAATGTGTTTGTTCTATCCTTCAAG

Primer for C. glabrata SCH9 deletion

Name Sequence
5'NAT1-EcoR1 TAT CGA ATT CCA TAG CTT CAA AAT GTT TCT
3’NAT1-Pstl CGGGCTGCAGGCAAATTAAAGCC

5’CgSCH9prom-Kpnl

TAAG GGTACC AAAAGTTGGAACCTGTAG

3’CgSCH9prom-Xhol

TATA CTCGAG ATAAATGTTTATTGAAGTGTGAAC

5’'CgSCH9term-Sac2

TGAT CCGCGG ATTTGTCTTTCATTTTGGTT

3’CgSCH9term-Sacl

AGCA GAGCTCAAGGTGTTACTAATTCCATATTT

G1-CgSCH9 AAGAAACTGTTATTGTATATGTTGTCCCTT
G4-CgSCH9 CTGCATCTAGACGGAGTTTGACTCTT
12-CgSCH9 TATAGCGGGCTTATCATTAACACCAATA
X2-NAT1 CTGTGCTTGGGTGTTTTGAAGTGGTAC
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