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chr 2 1,392 5.9871 0.0358 6.89

Gene sequence：

CTAATAAGCAGATTCTCCCTTCTCTGACTCCTAATCCTGACATCCCATCATTG
CTGAGGTGATGGGCTCAAACAAAGCTATGTGTCTGCCCGCAGCCAGAATCA
GCACGGTGTCATAGTGGTAAAAATGTGAACCTTTAAACACTTTAATTCCCCC
TGGACCACACAGAGCAGCATCAGGGCCGTGCAAGTATGCAGGCATAGGCA
GATCTCGGGTCACGATCCTGGGCGTGGTGGTTAGGTCGACGCCATACAGCC
TTGATCCTTTGAATATGTGAACAATGTGTTCACCCGGACAGAGAAAAGCAG
CGTCCACATGTCCTTCAAAGTTGAGCTCTTCCTTCAGGGTTTTAGGGTAGC
CTTCGATCAGCGTGTAGGGAGCAGCTGCTTTATAGATGTAAACCTGATCATC
CTTAATCAAGTAGATTTTGTCAGTGTAGGAGAAGGCAGCATCCACCCCACC
AGTCACCTCCTTCCACGCCCTCGTGATTGGGAAGGCGTGGAGGCCGTCAC
GCCGGGTGTCCAGACGCATGTACATACGGCCTGCAAATAAATAGGTTTTGC
CTACATCATCAGTGGTGATGGCATCTATTTTGAGCTCACTGCATTTAGGGAT
GCTATAATGACCTCCATGGCCAAAGTTGGGGCACGACATAAAGTAATGACG
GGCGTCCTTCGGGTAGGTCCCGTTCACCTCTCCCGATACAGGGTTGAACCT
GGTGAAGTTGTGTCCGTGGAAACAGTAGTAGTGCTCCTGCCAGCGTAGAG
CGGCAGTGCAGACAGGCAGGTGGGGCCATGTCTTGATCTTCACTGTCTTCG
TTGCAATATCATAAACATGCACATCATGTCCCTTGAAGAACAGAACCGAGT
CAGTCGTGCACTCTCCTTTGGGACACTCCACAGCAGCATCAAGGTGAGCA
GGGACTCCTGGGAAGTCTTCCTGGATTCCTTTTGGATAGCCGTCCTCTAGA
GTATGGTTATAGTAGCTGAACACCTTGTCATCCAGGAAGAAATAGATGTGAT
CGTGGTCGTCTGGGTTCTCTGCGTCGTGCATACGGAAGGCGGCGTCAACGT
GGCCTATGTTGTGGTCGTCATCCAGCTCCTTGAAGAACTCGTTGGAGAGGT
GAGCTGCACCACTGAAACCCTTCCATAGGTGGCTACCTTTGAAGAAGAAA
GTTGTTCCTTTCTCGTCAGGAGCGATTGCATCAAATTCAATCCCAGCACACC
TGTCTGGCAGAGCTCCTACTGCTGCATCTTCTGGGTGCGCCGGGGCGCCGT
TAGTGAGGCAAAAAGCCAAGCACAGAAAGAGTGATCTGGTGAGCAGCTTC
ATGACGTCCAGTCCTGATGGAGACCTTGAATGTGGCTGTAGTCTAAAAGTA
GTGTCACAAGGTAA



The results of the blast by NCBI.




