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Gene sequence:

CTAATAAGCAGATTCTCCCTTCTCTGACTCCTAATCCTGACATCCCATCATTG
CTGAGGTGATGGGCTCAAACAAAGCTATGTGTCTGCCCGCAGCCAGAATCA
GCACGGTGTCATAGTGGTAAAAATGTGAACCTTTAAACACTTTAATTCCCCC
TGGACCACACAGAGCAGCATCAGGGCCGTGCAAGTATGCAGGCATAGGCA
GATCTCGGGTCACGATCCTGGGCGTGGTGGTTAGGTCGACGCCATACAGCC
TTGATCCTTTGAATATGTGAACAATGTGTTCACCCGGACAGAGAAAAGCAG
CGTCCACATGTCCTTCAAAGTTGAGCTCTTCCTTCAGGGTTTTAGGGTAGC
CTTCGATCAGCGTGTAGGGAGCAGCTGCTTTATAGATGTAAACCTGATCATC
CTTAATCAAGTAGATTTTGTCAGTGTAGGAGAAGGCAGCATCCACCCCACC
AGTCACCTCCTTCCACGCCCTCGTGATTGGGAAGGCGTGGAGGCCGTCAC
GCCGGGTGTCCAGACGCATGTACATACGGCCTGCAAATAAATAGGTTTTGC
CTACATCATCAGTGGTGATGGCATCTATTTTGAGCTCACTGCATTTAGGGAT
GCTATAATGACCTCCATGGCCAAAGTTGGGGCACGACATAAAGTAATGACG
GGCGTCCTTCGGGTAGGTCCCGTTCACCTCTCCCGATACAGGGTTGAACCT
GGTGAAGTTGTGTCCGTGGAAACAGTAGTAGTGCTCCTGCCAGCGTAGAG
CGGCAGTGCAGACAGGCAGGTGGGGCCATGTCTTGATCTTCACTGTCTTCG
TTGCAATATCATAAACATGCACATCATGTCCCTTGAAGAACAGAACCGAGT
CAGTCGTGCACTCTCCTTTGGGACACTCCACAGCAGCATCAAGGTGAGCA
GGGACTCCTGGGAAGTCTTCCTGGATTCCTTTTGGATAGCCGTCCTCTAGA
GTATGGTTATAGTAGCTGAACACCTTGTCATCCAGGAAGAAATAGATGTGAT
CGTGGTCGTCTGGGTTCTCTGCGTCGTGCATACGGAAGGCGGCGTCAACGT
GGCCTATGTTGTGGTCGTCATCCAGCTCCTTGAAGAACTCGTTGGAGAGGT
GAGCTGCACCACTGAAACCCTTCCATAGGTGGCTACCTTTGAAGAAGAAA
GTTGTTCCTTTCTCGTCAGGAGCGATTGCATCAAATTCAATCCCAGCACACC
TGTCTGGCAGAGCTCCTACTGCTGCATCTTCTGGGTGCGCCGGGGCGCCGT
TAGTGAGGCAAAAAGCCAAGCACAGAAAGAGTGATCTGGTGAGCAGCTTC
ATGACGTCCAGTCCTGATGGAGACCTTGAATGTGGCTGTAGTCTAAAAGTA
GTGTCACAAGGTAA



The results of the blast by NCBL.

Sequences producing significant alignments:
Select: All Mone Selected:0

i+ Alignments o
Description sn:jii(e ;—5;1 S;fg vallfue Ident Accession
[ Scomberomorus niphonius warm temperature acclimation related 65kDa protein 2 (Wap65-2) mRNA, complete cds 1365 13656 97% 0.0 B5% KI356863.1
[} TPA: Dicentrarchus labrax warm temperature acclimation protein 65-2 mRNA, complete cds 1112 1112 93% 0.0 82% BKOOGEEE.1
[ Oplegnathus fasciatus warm-temperature-acclimation-related 65-kDa protein (Wap65-2) mRNA, complete cds 1072 1072 96% 0.0 81% JO268276.1
[Tl Lateolabrax japonicus mRMA for warm temperature acclimation protein 65-2 (wapf5-2 gene) 1024 1078 83% 0.0 83% FRB28805.1
[l PREDICTED: Notothenia coriiceps hemopexin (hpx), mRNA 1003 1003 81% 0.0 83% XM_010790038.1
] PREDICTED: Lates calcarifer hemopexin (hpx), transcript variant X2, mRNA 979 979 1% 0.0 82% XM_018701742.1
[ PREDICTED: Lates calcarifer hemopexin (hpx), transcript variant X1, mRNA 979 973 1% 0.0 82% XM_018701741.1
[T Harpagifer antarcticus mRMA for warm temperature acclimation related-like 5kDa protein (wap85-2 gene) 977 97 81% 0.0  82% AM4080541
[ Miichthys miiuy mRNA for warm temperature acclimation protein 65 KDa-2 (wap65-2 gene) 3 %3 T4% 0.0 83% FMB111351
[l PREDICTED: Lates calcarifer hemopexin (hpx), franscript variant X3, mRNA 905 908  Ta% 0.0  82% XM_0187017431
[ Larimichthys crocea Wap65-2 precursor, mRNA, complete cds 896 B96 B0% 0.0 819% KJ4124631
[ PREDICTED: Larimichthys crocea hemopexin-ike (LOC104936899), mRNA B85 8BS  B0% 0.0  81% XM_0107529951
'] PREDICTED: Larimichthys crocea hemopexin-like (LOC104936904), mRNA 880 BB0 80% 0.0 81% XM_010753000.1
[C] Paralichthys olivaceus Wap65-2 mRMNA complete cds 798 798 Th% 0.0 81% KCB215451
[l PREDICTED: Stegastes partitus hernopexindike (LOC103370039), MRNA 785 T7BR  BTW 0.0 78% XM_0082989411
[l PREDICTED: Haplochramis burtani hemopexin-like (LOC102307725), MRMNA 41 T4 82%5-000 ?S%_. XM 0059451462




Scomberomorus niphonius warm temperature acclimation related 65kDa protein 2
(Wap65-2) mRNA, complete cds
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