Supplementary Figure 1
A.

Controls FECD

Maker - - - M+ 4+ - < Rebell

700—

600—

500— SYNE1

400—

300—

400—

300~ ITGA6

200—

700—

600—

500—

00— FN1--EDB

300—

400—

300 SORBS1

200—

B.

NA Controls FECD FECD . t
epea

Marker - - M+ + M - éexpel?nsion
CD47

CLASP1




Supplementary Figure 1. RT-PCR validation of differential splicing events in the CE from
FECD patients. RT-PCR using primers that flank selected exons as listed in Table 2 and
Supplementary Table 2 was used to assess exon inclusion from the genes shown in corneal
endothelial RNA samples. (A) The repeat expansion status of each control (lanes 1-3) and FECD
patient (lanes 5-8) sample is shown (+, >45 repeats; -<45 repeats). Lane 4 contains size markers.
(B) The repeat expansion status of each control (lanes 1-2) and FECD patient (lanes 4, 5 and 7)

sample is shown (+, >45 repeats; -<45 repeats). Lanes 3 and 6 contain DNA size markers.



