Table S1. Strains used in this study

Strain Name Genotype Reference
SC5314 Wild type (1)
ahri1A SVC22 | ahr1A::FRT/ahr1A::FRT this study
ahr1A SVC23 ahr1A::FRT/ahr1A::FRT This study
ahr1A+AHR1 SVC27 | ahr1A::FRT/ahr1A::FRT RPS10/rps10::AHR1 This study
ahr1A stp2A SVC25 ahr1A::FRT/ahr1A::FRT/stp2A::FRT/stp2A:.FRT/ this study
Stp2A::FRT
ahr1A stp2A SVC26 ahr1A::FRT/ahr1A::FRT/stp2A::FRT/stp2A::FRT/ This study
stp2A::FRT
stp2A SVC17 Stp2A::FRT/stp2A::FRT/ stp2A::FRT (2)
stp2A+STP2 SVC21 Stp2A::FRT/stp2A::FRT/ stp2A::FRT (2)
RPS10/rps10::STP2
ssy1A CaPMO | ssy1A::FRTI/ssy1A::FRT (3)
7
ssy1A+SSY1 CaPM2 | ssy1A:FRT/ssy1A::FRT RPS10/rps10::Clp10-SSY1- (3)
5 SAT1
dur1,2A KWNG6 dur1,2A::FRT/dur1,2A ::FRT (4)
A-72 Prototroph (parent of KWNG6) (4)
ach1A ACC16 ach1A::hisG/ach1A::hisG ura3/ura3
RPS10/rps10::Clp10-URA3/RPS10 (5)
ach1A+ACH1 ACC17 ach1A::hisG/ach1A::hisG ura3/ura3
RPS10/rps10::ACH1-Clp10-URA-ACH1/RPS10 (5)
ato5A HDC27 | ato5A::FRT/ ato5A::FRT (6)
ato5A+ATOS HDC30 | ato5A::FRT/ ato5A::FRT RPS10/rps10::ATO5 (6)
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Fig S1. Alkalinization of the phagosome by C. albicans is required for
macrophage killing. C. albicans SC5314, ssy1A, dur1,24, ato5A mutants
and their complemented strains were co-cultured with J774A.1
macrophages for 5 hours. Macrophage cytotoxicity was assessed as
described in Materials and Methods. Results are reported as mean values +
SD from triplicate experiments. **, P < 0.001.



