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Locus:	Chr18,	15Mb	
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Locus:	Chr12,	96.5Mb	

96510000 96520000 96530000 96540000 96550000

0
5

10
15

20
25

30

96528000 96530000 96532000 96534000 96536000 96538000

0
50

10
0

15
0

SNPs

In
di
vi
du
al
s

N
um

be
r	o

f	d
er
iv
ed

	a
lle
le
s	



Locus:	Chr2,	18Mb	
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Locus:	Chr6,	114Mb	
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Locus:	Chr11,	1.4Mb	
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Locus:	Chr8,	140Mb	
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Locus:	Chr16,	32Mb	
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Locus:	Chr18,	24Mb	
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Locus:	Chr12,	87Mb	
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Locus:	Chr1,	193Mb	
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Locus:	Chr12,	100Mb	
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Locus:	Chr17,	15.9Mb	
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Locus:	Chr14,	90Mb	
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Locus:	Chr6,	130.9Mb	
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