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Figure S2. Phylogenetic reconstruction of genes of the Type VI Secretion System (T6SS) of M.
schaedleri ASF 457 AYGZ. M. schaedleri is highlighted in blue. Multiple M. schaedleri tips indicate

duplicated copies of the gene. The displayed sub-trees show the phylogenetically-closest group
of organisms for each gene of the T6SS and arrows indicate outgroups.



