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Figure S1. Antirrhinum wild-type inflorescence is an indeterminate raceme

(a) The Antirrhinum wild type inflorescence is an indeterminate raceme.

(b) The flowers are disposed according to a spiral phyllotaxy starting from the SAM (asterisk).



Figure S2. ERAMOSA sequence.
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Nucleotide and protein sequence of ERA gene. Degenerate primers used to identify the first ERA
fragment are underlined. Black triangle indicates the insertion point of the CACTA transposon in

the era mutant.



Figure S3. ERAMOSA expression pattern and its overexpression in Arabidopsis thaliana.
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(a) The expression of ERA transcript analysed by semi-quantitative RT-PCR in duplicate using
cDNA obtained from two different biological replicates of RNA (one of two identical results is
shown). ERA is expressed in roots, leaves, stems and flowers at different stages of development
(stages defined according to Vincent and Coen, 2004). As a control we amplified a fragment of an
ACTIN gene.

(b) ERA overexpression in Arabidopsis thaliana Col-0 causes an increase in the number of

secondary inflorescences formed at the axil of rosette leaves.



(c¢) The increase in lateral branching correlates with the overexpression of ERA transcript.

(d) ERAMOSA overexpression in a /as background is not enough to complement the /as phenotype.



Figure S4. Multi-fasta file of protein sequences used for the phylogenetic analysis.
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The entire GRAS sequence was used for the alignment while the sequences upstream and

downstream of the conserved LHRI and SAW domains, respectively, have been removed.
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Figure S5. Phylogenetic reconstruction revealed the absent of ERAMOSA in legumes.
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Phylogenetic tree containing all available ERAMOSA orthologues verifies that ERA cannot be
found in the Leguminosae family. In order to avoid an ungainly tree, genes similar to ERA have
not been included in the analysis. The phylogenetic tree has been constructed using PhyML

software; the scale bar indicates number of substitutions per site.
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Table S1. List of primers used in this study.

Primers Sequence

Degenerate OL135-ERAf | 5’-CARTGGCCNCCNYTNATGCA-3’

primers OL136-ERAr | 5’-TGRTTYTGCCANCCNARRAA-3’
Aml-f 5’-ACAAGCCATCCACATACTCG-3’

Genotyping Am2-WTr 5’-AACACCGCCGCGTAATGATC-3’
Am9-mutr 5’-TCTTGGGACATAGGTTTTATGCGACAGAT-3’
Am7-ERAf 5’-TGAAGAAGCCCTACTTCAGTCC-3’

Semi-Q Aml12-ERAr | 5>-TCGAGTATGTGGATGGCTTG-3’

RT-PCR Ve2l-ACTf | 5’-GCCAAAGCAGTGATCTCTTTGCTC-3’
Ve33-ACTr 5’-CACTCCTGCCATGTATGTCGCTAT-3’
AmI-ERAf 5’-ACAAGCCATCCACATACTCG-3’
Am2-ERAr 5’-AACACCGCCGCGTAATGATC-3’

. Am5-ERAr 5’-taatacgactcactatagggAACACCGCCGCGTAATGATC-3’

fnsita Am39-STMf | 5>-TCTCAACAAGGGTTTTCAGAC-3’
Am40-STMr | 5’-GCTGCTTCTTCTAGCCTCGA-3’
Am41-STMr | 5’-taatacgactcactatagggGCTGCTTCTTCTAGCCTCGA-3’
Am59-ERAf | 5’-ggggacaagtttgtacaaaaaagcaggcttcATGTTGGGCAGCTCATTTGG-3’
Am60-ERAr | 5’-ggggaccactttgtacaagaaagctgggtTCAGTGCCACGAAGAAACCG-3’
Am67-INCOf | 5’-ggggacaagtttgtacaaaaaagcaggcttcATGGCTAGGGAGAAGATCCAGATC-3’

Cloning Am68-INCOr | 5°-ggggaccactttgtacaagaaagetgggtTTCAGTTTCAGCCAGAGTATGG-3’
?éngi-f 5’-ggggacaagtttgtacaaaaaagcaggcttctATGGGGAGAGGGAAAGTACAACTG-3’
?éngg_r 5’-ggggaccactttgtacaagaaagctgggtTCATGCAGCAAAGCATCCAAGATG-3’
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Table S2. Locus/sequence ID of LATERAL SUPPRESSOR sequences used for the construction of the phylogenetic tree in Fig. 5.

Clade Subfamily | Species Locus/sequence ID Database References
Ppat Ls1 Ls Ls Physcomitrella patens Pplsll6_166V6 Phytozome
Ppat Ls2 Ls Ls Physcomitrella patens Pp1s240 118V6 Phytozome
Ppat SCL4 SCL4 Ls Physcomitrella patens Ppls362 33V6 Phytozome
Sm Ls1 Ls Ls Selaginella moellendorffii scaffold 17:651,163..652,533 (reverse orientation) | Phytozome
Sm Ls2 Ls Ls Selaginella moellendorffii 84560 Phytozome
Sm SCL4-1 SCL4 Ls Selaginella moellendorffii scaffold_78:396,615..398,099 Phytozome
Sm SCL4-2 SCL4 Ls Selaginella moellendorffii 122435 Phytozome
Paqu Ls Ls Ls Pteridium aquilinum EST 1rc34288 2
PalLs Ls Ls Picea abies MA 10255g0010 Congenie.org
Pa SCL4 SCL4 Ls Picea abies MA 1043579020010 Congenie.org
Atri Ls Ls Ls Amborella trichopoda AmTr v1.0 scaffold00061.21 Amborella Genome Database
Atri SCL4 SCL4 Ls Amborella trichopoda AmTr v1.0 scaftfold00059.32 Amborella Genome Database
Pd Ls1 Ls Ls Phoenyx dactylifera PDK 30s827291c009 3
Pd Ls2 Ls Ls Phoenyx dactylifera PDK 30s722381c002 3
Pd Ls3 Ls Ls Phoenyx dactylifera PDK 30s772531c007 3
Ma Ls1 Ls Ls Musa acuminata GSMUA_Achr1G09360 001 Genoscope/Cirad
Ma Ls2 Ls Ls Musa acuminata GSMUA_Achr7G16880 001 Genoscope/Cirad
Ma Ls3 Ls Ls Musa acuminata GSMUA_Achr1G19470 001 Genoscope/Cirad
Ma Ls4 Ls Ls Musa acuminata GSMUA_AchrUn_randomG25630_001 Genoscope/Cirad
Ma SCL4-1 SCL4 Ls Musa acuminata GSMUA_Achr3G30530 001 Genoscope/Cirad
Ma SCL4-2 SCL4 Ls Musa acuminata GSMUA_AchrUn_randomG22160_001 Genoscope/Cirad
Ma SCL4-3 SCL4 Ls Musa acuminata GSMUA_Achr4G07320 001 Genoscope/Cirad
Os MOC1 Ls Ls Oryza sativa LOC_0Os06g40780 Phytozome 4
OsGRAS-7 Ls Ls Oryza sativa LOC_0s02g10360 Phytozome 3
OsGRAS-19 SCL4 Ls Oryza sativa LOC _0Os03g51330 Phytozome 3
AcLs Ls Ls Aquilegia coerulea Aquca_045_ 00170 Phytozome
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Ac SCL4-1 SCL4 Ls Aquilegia coerulea Aquca_010_ 00478 Phytozome
Ac SCL4-2 SCL4 Ls Aquilegia coerulea Aquca 013 00373 Phytozome
Vv Ls Ls Ls Vitis vinifera GSVIVG01014862001 Phytozome
Vv SCL4 SCL4 Ls Vitis vinifera GSVIVG01018975001 Phytozome
Rc Ls Ls Ls Ricinus communis 28966.t000014 Phytozome
Re SCL4 SCL4 Ls Ricinus communis 29634.t000102 Phytozome
Me Ls1 Ls Ls Manihot esculenta cassava4.l_022846m.g Phytozome
Me Ls2 Ls Ls Manihot esculenta cassava4.l_022511m.g Phytozome
Me SCLA4-1 SCL4 Ls Manihot esculenta cassava4.1_003937m.g Phytozome
Me SCL4-2 SCL4 Ls Manihot esculenta cassava4.1_003952m.g Phytozome
Lu Ls1 Ls Ls Linum usitatissimum Lus10032882.g Phytozome
Lu Ls2 Ls Ls Linum usitatissimum Lus10027123.g Phytozome
Lu SCL4-1 SCL4 Ls Linum usitatissimum Lus10041740.g Phytozome
Lu SCL4-2 SCL4 Ls Linum usitatissimum Lus10024014.g Phytozome
Pt Ls1 Ls Ls Populus trichocarpa Potri.001G473200 Phytozome
Pt Ls2 Ls Ls Populus trichocarpa Potri.015G008300 Phytozome
Pt Ls3 Ls Ls Populus trichocarpa Potri.012G020200 Phytozome
Pt SC1L4-1 SCL4 Ls Populus trichocarpa Potri.007G026300 Phytozome
Pt SC1L4-2 SCL4 Ls Populus trichocarpa Potri.005G123800 Phytozome
Mt SCL4 SCL4 Ls Medicago truncatula Medtrd4g077760 and Medtr4g077750 Phytozome
Pv SCL4 SCL4 Ls Phaseolus vulgaris Phvul.011G020600 Phytozome
Gm SCL4-1 SCL4 Ls Glycine max Glymal2g02060 Phytozome
Gm SCL4-2 SCL4 Ls Glycine max Glymal1g09761 Phytozome
Cs Ls Ls Ls Cucumis sativus Cucsa.041490 Phytozome
Cs SCL4-1 SCL4 Ls Cucumis sativus Cucsa.201400 Phytozome
Cs SCL4-2 SCL4 Ls Cucumis sativus Cucsa.127390 Phytozome
Pp Ls Ls Ls Prunus persica ppa025834m.g Phytozome
Pp SCL4 SCL4 Ls Prunus persica ppa003124m.g Phytozome
FvLs Ls Ls Fragaria vesca gene01184-v1.0-hybrid Phytozome
Fv SCL4 SCL4 Ls Fragaria vesca genel4780-v1.0-hybrid Phytozome
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Md Ls1 Ls Ls Malus domestica MDP0000159341 Phytozome

Md Ls2 Ls Ls Malus domestica MDP0000389025 Phytozome

Md SCL4-1 SCL4 Ls Malus domestica MDP0000256486 Phytozome

Md SCL4-2 SCL4 Ls Malus domestica MDP0000575908 Phytozome

At LAS Ls Ls Arabidopsis thaliana AT1G55580 Phytozome 6
é: tSGCRI:SS 2) SCL4 Ls Arabidopsis thaliana AT5G66770 Phytozome 57
é&ttSGQRI:ZS- 19) SCL4 Ls Arabidopsis thaliana AT3G50650 Phytozome 37
Cr Ls Ls Ls Capsella rubella Carubv10011270m.g Phytozome

Cr SCL4-1 SCL4 Ls Capsella rubella Carubv10016973m.g Phytozome

Cr SCL4-2 SCL4 Ls Capsella rubella Carubv10017026m.g Phytozome

Es Ls Ls Ls Eutrema salsugineum Thhalv10011480m.g Phytozome

Es SCL4-1 SCL4 Ls Eutrema salsugineum Thhalv10003860m.g Phytozome

Es SCL4-2 SCL4 Ls Eutrema salsugineum Thhalv10011122m.g Phytozome

Cp Ls Ls Ls Carica papaya evm.TU.supercontig 12.48 Phytozome

Cp SCL4 SCL4 Ls Carica papaya evm.TU.supercontig 6.108 Phytozome

Gr Ls Ls Ls Gossypium raimondii Gorai.004G034900 Phytozome

Gr SCL4-1 SCL4 Ls Gossypium raimondii Gorai.008G068100 Phytozome

Gr SCL4-2 SCL4 Ls Gossypium raimondii Gorai.003G015400 Phytozome

Tc Ls Ls Ls Theobroma cacao Thecc1EG030498 Phytozome

Te SCL4 SCL4 Ls Theobroma cacao Thecc1EG000399 Phytozome

Eg Ls Ls Ls Eucalyptus grandis Eucgr.F01978 Phytozome

Eg SCL4 SCL4 Ls Eucalyptus grandis Eucgr.102451 Phytozome

CsiLs Ls Ls Citrus sinensis orangel.12048299m.g Phytozome

Csi SCL4 SCL4 Ls Citrus sinensis orangel.1g006986m.g Phytozome

CcLs Ls Ls Citrus clementina Ciclev10008226m.g Phytozome

Cc SCL4 SCL4 Ls Citrus clementina Ciclev10025169m.g Phytozome

Am ERA Ls Ls Antirrhinum majus This work

Mg Ls Ls Ls Mimulus guttatus mgv1a017979m.g Phytozome

Mg SCL4 SCL4 Ls Mimulus guttatus mgv1a018392m.g Phytozome
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S1 Ls Ls Ls Solanum lycopersicum Solyc07g066250.1 Phytozome
S1SCL4 SCL4 Ls Solanum lycopersicum Solyc02g085340.1 Phytozome
St Ls Ls Ls Solanum tuberosum PGSC0003DMG400022244 Phytozome
St SC1L4 SCL4 Ls Solanum tuberosum PGSC0003DMG400014900 Phytozome
é: tSGgRI;&lSS- 25) HAM Arabidopsis thaliana AT4G36710 Phytozome
AtGRAS-14 HAM Arabidopsis thaliana AT2G45160 Phytozome
AtGRAS-23 HAM Arabidopsis thaliana AT4G08250 Phytozome
OsGRAS-8 HAM Oryza sativa LOC_0s02g44370 Phytozome
OsGRAS-45 HAM Oryza sativa LOC Os11g06180 Phytozome
OsGRAS-13 HAM Oryza sativa LOC_0Os03g15680 Phytozome
At SCR SCR Arabidopsis thaliana AT3G54220 Phytozome
AtGRAS-28 SCR Arabidopsis thaliana AT5G41920 Phytozome
OsGRAS-28 SCR Oryza sativa LOC _0Os05g40710 Phytozome
OsGRAS-41 SCR Oryza sativa LOC Os11g03110 Phytozome
AtGRAS-8 Arabidopsis thaliana AT1G63100 Phytozome
OsGRAS-32 Oryza sativa LOC_0Os06g03710 Phytozome
At RGA DELLA Arabidopsis thaliana AT2G01570 Phytozome
OsGRAS-1 DELLA Oryza sativa LOC_0Os01g45860 Phytozome
é: tSGCRI;:’S- 5) SCL3 Arabidopsis thaliana AT1G50420 Phytozome
OsGRAS-6 SCL3 Oryza sativa LOC _0Os01g71970 Phytozome
OsGRAS-26 SCL3 Oryza sativa LOC _0Os05g31380 Phytozome
At SHR SHR Arabidopsis thaliana AT4G37650 Phytozome
AtGRAS-16 SHR Arabidopsis thaliana AT3G13840 Phytozome
OsGRAS-14 SHR Oryza sativa LOC_0s03g29480 Phytozome
OsGRAS-15 SHR Oryza sativa LOC _0Os03g31880 Phytozome
é: tSGgRI;&l;-Z 4) PATI Arabidopsis thaliana AT4G17230 Phytozome
é: tSGgRI;XSSS 0) PATI Arabidopsis thaliana AT5G52510 Phytozome
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OsGRAS-12 PATI Oryza sativa LOC_0s03g09280 Phytozome
OsGRAS-22 PATI Oryza sativa LOC _0Os04g49110 Phytozome
AtGRAS-1 LISCL Arabidopsis thaliana AT1G07520 Phytozome
OsGRAS-2 LISCL Oryza sativa LOC_0Os01g62460 Phytozome
OsGRAS-46 LISCL Oryza sativa LOC Os11g47870 Phytozome
OsGRAS-48 LISCL Oryza sativa LOC _Os11g47900 Phytozome
OsGRAS-4 Oryza sativa LOC_0Os01g67650 Phytozome
OsGRAS-5 Oryza sativa LOC_0s01g67670 / LOC_0s01g71970 Phytozome
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