CYP706A4
Cytochrome P450, family 706, subfamily A, polypeptide 4
At4g12300

HKT1

MTN3
Homolog of Medicago truncatula MTN3
At5g23660

PAP24

At2g17150
Plant regulator RWP-RK family protein

SWEET11

ATOFP14
Ovate family protein 14
At1g79960

MIOX4

UGT72E1
UDP-glucosyl transferase 72E1
At3g50740

DINZ2

At2g17880
Chaperone DnaJ-domain superfamily protein

ASNT

STP1
Sugar transporter 1
At1g11260

SIS

LSF1
Like SEX4 1
At3g01510

SEN1

PME47
Plant invertase/pectin methylesterase inhibitor superfamily
At5g04970

At3928310

ADF9
Actin depolymerizing factor 9
At4g34970

At5966780

At4g38470
ACT-like protein tyrosine kinase family protein

At2g25150

MCCA
methylcrotonyl-CoA carboxylase alpha chain, mitochondrial
At1g03090

BMY3
Beta-amylase 3
At5g18670

F26013.80
Calcium-dependent phosphotriesterase superfamily protein
At3g51440

T23J7.130
Galactose mutarotase-like superfamily protein
At3g47800

T18B22.10
Protein kinase superfamily protein
At3g44610

AtMYBS56
Myb domain protein 56
At5g17800

At5g24580
Heavy metal transport/detoxification superfamily protein
At5g24580

CWLP
Cell wall-plasma membrane linker protein
At3g22120

F5114.10
Pectin lyase-like superfamily protein
At1g65570

Additional file 4. Co-expression and co-localization network of HPSGC showing how each HPSGC member
pulled in additional signaling or cell wall remodeling genes working downstream. Downstream genes (right
column) are shown with annotation. Network generated with GeneMania.



