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Fig. 7. Multiple-sequence alignments of the red fluorescent protein DsRed (1), its monomeric 

variant mRFP1 (2) and the green-to-red photoconvertible proteins EosFP and Kaede (3). 

Residues of the tetrameric interface, as identified from the x-ray structure of DsRed (4) are 

marked by boxes. The underlined amino acids (66 – 68) form the fluorophore. The residues of 

DsRed that were mutated to obtain mRFP1 are underlayed in black. The positions of the 

mutated residues V123T and T158H in EosFP are marked by asterisks. Amino acids different 

in EosFP and Kaede are shaded in grey.  
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