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Figure S3. Detection of the unpredicted transcripts. (a) Names and
positions of the primers used for primer walking. The lines indicate the
position of the primers, the arrows represent the direction of the
possible product. The lines in red represent the transcriptional unit
detected in primer walking. (b) Strand-specific RT-PCR for determining
the transcripts. The genome lane was obtained by reverse-transcription
without Dnase | pre-treatment. The inclusion or exclusion of reverse-

transcriptase is indicated by “+” and “-”, respectively. Marker indicates

a Marker III ladder



