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b) CWR-R1 cells 
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d) CWR-R1 cells 

S Figure 1: Growth Curves and DHT metabolism in the HPr-1-AR and CWR-R1 cells. (a) HPr-1-AR and (b) CWR-R1 cells 

were treated with increasing concentrations of DHT for 24, 48 and 72 hours. Cells numbers were measured using the Beckman 

Coulter ViCell Cell Counter. DHT metabolism was studied in the (c) HPr-1-AR and (d) CWR-R1 cells by incubating cells with 

increasing concentrations of [
3

H]DHT for 6 hours. Intracellular androgens were extracted using MTBE and analyzed by TLC. All 

experiments were done three times in triplicates. Statistical analysis was done using the one-way ANOVA test (***p<0.001; 

****p<0.0001). The means of the treated samples were compared with the mean of the control sample. 
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HPr-1-AR cells b) 

E fflu x  o f  A n d ro g e n s  b y  A B C G 2  in  th e  C W R -R 1  C e lls
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CWR-R1 cells c) 

S Figure 2: ABCG2 effluxes androgens. (a) HEK293 cells stably transfected with pcDNA3.1ABCG2 and ABCG2-expressing 

(b) HPr-1-AR and (c) CWR-R1 cells were treated with either vehicle control, [
3

H]DHT  or [
3

H]DHT+ 1µM Ko143 for 6h. 

Intracellular androgens were extracted using MTBE. Extracted androgens were analyzed by Thin Layer Chromatography. 

Experiments were done three times in triplicates. Statistical analysis was done using the two-way ANOVA test (p*<0.05; 

**p<0.01; ****p<0.0001).  
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CWR-R1 
b) 

S Figure 3: ABCG2-expressing cells enrich for stem cell markers. Cell lysates obtained from ABCG2-expressing (a) 

HPr-1-AR and (b) CWR-R1 cells were subjected to immunoblot analysis to determine the expression level of stem cell 

markers. 
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