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Supplementary Table S1 Primers for quantification of cDNA, PCR-amplification and sequencing of bisulfite-treated genomic DNA, and PCR-amplification and 
sequencing of SGCE cDNA 
Gene Template Application Forward 5‘-3‘ Reverse 5‘-3‘ 
ACTB cDNA qPCR TGAAGTGTGACGTGGACATC GGAGGAGCAATGATCTTGAT 
HPRT1 cDNA qPCR ATCAGACTGAAGAGCTATTGTAATGACCA TGGCTTATATCCAACACTTCGTG 
OCT4 endo 1 cDNA qPCR CCTCACTTCACTGCACTGTA CAGGTTTTCTTTCCCTAGCT 
OCT4 trans 1 cDNA qPCR CCTCACTTCACTGCACTGTA CCTTGAGGTACCAGAGATCT 
SOX2 endo 1 cDNA qPCR CCCAGCAGACTTCACATGT CCTCCCATTTCCCTCGTTTT 
SOX2 trans 1 cDNA qPCR CCCAGCAGACTTCACATGT CCTTGAGGTACCAGAGATCT 
KLF4 endo 1 cDNA qPCR GATGAACTGACCAGGCACTA GTGGGTCATATCCACTGTCT 
KLF4 trans 1 cDNA qPCR GATGAACTGACCAGGCACTA CCTTGAGGTACCAGAGATCT 
cMYC endo 1 cDNA qPCR TGCCTCAAATTGGACTTTGG GATTGAAATTCTGTGTAACTGC 
cMYC trans 1 cDNA qPCR TGCCTCAAATTGGACTTTGG CGCTCGAGGTTAACGAATT 
NANOG 1 cDNA qPCR TGAACCTCAGCTACAAACAG TGGTGGTAGGAAGAGTAAAG 
GDF3 1 cDNA qPCR AAATGTTTGTGTTGCGGTCA TCTGGCACAGGTGTCTTCAG 
GATA4 endoderm 1 cDNA qPCR CTAGACCGTGGGTTTTGCAT TGGGTTAAGTGCCCCTGTAG 
AFP endoderm 1 cDNA qPCR AGCTTGGTGGTGGATGAAAC CCCTCTTCAGCAAAGCAGAC 
SOX17 endoderm cDNA qPCR CTCTGCCTCCTCCACGAA CAGAATCCAGACCTGCACAA 
RUNX1 mesoderm 1 cDNA qPCR CCCTAGGGGATGTTCCAGAT TGAAGCTTTTCCCTCTTCCA 
MSX1 mesoderm cDNA qPCR CGAGAGGACCCCGTGGATGCAGAG GGCGGCCATCTTCAGCTTCTCCAG 
MYH6 mesoderm cDNA qPCR TCAGCTGGAGGCCAAAGTAAAGGA TTCTTGAGCTCTGAGCACTCGTCT 
NCAM ectoderm 1 cDNA qPCR ATGGAAACTCTATTAAAGTGAACCTG TAGACCTCATACTCAGCATTCCAGT 
PAX6 ectoderm cDNA qPCR GTCCATCTTTGCTTGGGAAA TAGCCAGGTTGCGAAGAACT 
NES ectoderm 1 cDNA qPCR GCGTTGGAACAGAGGTTGGA TGGGAGCAAAGATCCAAGAC 
MAP2 cDNA qPCR CAGGTGGCGGACGTGTGAAAATTGAGAGTG CACGCTGGATCTGCCTGGGGACTGTG 
PEG10 cDNA qPCR TGTCGTCCGGAGCCACTC AGGGTGACGGTTGGGGTG 
Brain-specific SGCE cDNA qPCR GGAGATTTTCGTTTGACAAC CAACATGCATAACATATGCCAG 
SGCE PromM 2 gDNA PCR, Seq GTGTTATGTTTTATAAATAGATAAG CAACTCATATACCTCTACAATTC 
SGCE Prom Un-methylated gDNA PCR, Seq TTTTATAAATAGATAAGTGTTTTAAATGT CAACTCATATACCTCTACAATTC 
SGCE Prom Methylated gDNA PCR, Seq TTTATAAATAGATAAGCGTTTTAAATGC ACTACGACTACTTTATTTATAACGCAAA 
SGCE whole transcript 3 cDNA PCR, Seq CTGATGCTGAACTGGCCAAG CAACATGCATAACATATGCCAG 
SGCE Ex 3 internal 2 cDNA Seq GCGAGATTAGTAATGATCCC  

endo - endogenous, trans - transgene, qPCR - quantitative PCR, Seq – Sequencing 
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